>ICHMU
MKGNPVSKNSMVFNKSFGQHILVNPQILHSIVEKSAIRPTDIVLEIGPGTGNLTSLLLEKAKKVIAIEIDPRMIAELNKRFKYSQHASKFELIQG
DAISSEFPFFDVCVANTPYQISSPLVFKLLSHRPIFRHAILMFQKEFAMRCVAKPGSELYCRLSVNVQLLSRCDHLIKVGKNNFKPPPKVESSVI
RIQPKNPAPQINYLEWDGLLRICFMRKNKQLSALFKIKSISSLLEKNYEVFQKLKAAQNEGNIQFEEQKTNTNDLLNLVMDEEFEEDEQQQKKNK
NKNKNDDQEEENDMQEENNENNDTKQLFKEKISKILIDNKFNEKRPSKLDIDDFLKLLYLFNQNDIHFK

>PARTE
MKNTVSKSNMVFNKSFGQHILINQQILQMIVDKSAIRPTDIVLEIGPGTGNLTELLLQRAKQVICVEIDPRMVIELTKRFKYSQYSDKFKLIQGD
FLTAELPFFDLCVANVPYQISSPLVFKLLAQRPLWRCAVLMFQQEFAFRLVAKPGNELYCRLSANVQMLSRVDHLMKVGKNNFKPPPKVESSVVR
TEPKNPIPNINYIEWDGLLRICFNRKNKQLSAIFKNKSVLKTLEHNFHVIEQEGIKVNDPANNVKQLISSIMEEEDVKGKGKKDKKDKKDKQNQQ
KGEESESEDDEDNNQQPEKQQTTQNPFRLKINEILKTNDMFQKRPVKMDNDDFLQLLCAMNAQGIHFK

>PERM5
MIRRPAASRGVHRSSPIGVIKAPGSNKNTPPRGAGQKAAGGGGGLALPLQKKFGQHLLKNPGILDKIIEASDIKSTDTVLEIGPGTGNLTMRLLE
LAKKVVALEIDPRMAAEVKKRAQTAGRMNLKVIEGDALKTQFPVFDVCVANLPYQISSPFTFKLLAHRPVFRCGVIMFQKEFGERLVARVGEDNY
GRLAINCQLFSKVTRVCNVSKGSFNPPPEVDSMIVKFVLHKDPINVDFPEFDGLLRVAFTRKNKTLHSSFMNKAVVKVLEDNYKTYCSLHSQPVQ
HQGPAFKAHVENTLRASGLAESRAIKIDIDQYLALLLEFHRNGIHFVNVSDPSATNKASTDIFSMEVDS

>GIAIB
MQGFELTKQHGQHLLANPLVIKSIVEKAEIRSTDTVLEIGPGTGNLTLALLEKAKHVIAIEIDPRMVSELKKRIAAIPEYRGKFTIIHKDFTKMP
ATEIPTFDLCVSNCPYNISSGIVFRLLEIQPLPRKFVLMFQLEFAQRLAAEPGQDQYSRLTVNTKLLSKTKIIIRVSRNSFKPPPNVDSAVVEMY
PIGPPPGLDLDEFNGLTRILFSKKNKTLGAIFKTKSLLDDLANNMVRLEEISRLHKPCQSSQEASGVIHAPSSGNSVTTVLTGTQIRERIAEALA
EANLADTRPNHMAIPDLLSLMCTLTAKGVRFTN

>GIAIC
MQGFELTKQHGQHLLANPLVIKSIVEKAEIRSTDTVLEIGPGTGNLTLALLEKARHVIAIEIDPRMVSELKKRIAAIPEYRGKFTIIHKDFTKMP
PSEIPPFDLCVSNCPYNISSGIVFRLLEIQPLPRKFVLMFQLEFAQRLAAEPGQDQYSRLTVNTKLLSKTKIIIRVSRNSFKPPPNVDSAVVEMY
PVGPPPGLDLDEFNGLTRILFSKKNKTLGAIFKTKSLLDDLANNIARLDEISRLHKPAQHEGSNPSHSASSIGAKPSVLTGVQLRERIAEALAEA
NLTDTRPNHMAIPDLLSLMCALAAKGVRFTN

>TUBMM
MPKAKKQPHPKGNSPYSRTSTTAKEAASRAVNNVFRMNTDLGQHILKNPGVAQAIVNKAGLKQSDVVLEVGPGTGNLTVKILEQARKVIAVEMDP
RMAAELTKRVQGKPEQTRVEILLGDVIKTELPYFDVCISNTPYQISSPLVFKLLALSPAPRTCILMFQREFAMRVVAQPGDTLYCRLSVESSVIR
IEPKNPRPPISYDEWDGLLRIVFVRKNKTIAAGFKSSAVMALLERNYRTWCATNNVKLEDEKVKGLVDSVLAETELREKRAGKCDEADFLKLLYA
FNQQGIHFS

>ASPAC
MPKVKQPKRNSASKANPYADAAAKTKAANSIFKMNTDLGQHILKNPGVAQRIVEKAELKQSDVVLEIGPGTGNLTVKILEKAKKVIAVELDPRMA
AEVTKRVQGTPAQNRLDVILGDVMKTDLPYFDVCISNTPYQISSPLTFKLLATSPAPRVCILMFQREFALRLFAKPGDKLYSRLSVNAQMWAKID
HIMKVGKNNFKPPPLVESSVVRLVPKNPRPQINYDEWDGLLRILFVRKNKTIRSSFLGKSTVMDMLEANYRTWCAQNDIPVEDGPADEEDEDEAE
EVMDVDDEDDVPDFFKEQENARIQEALKGRPSRKKRGKVGELVREKVRQVLEEETGLADKRARMCDENDFLKLLWAFNQKGFHFT

>ASPCL
MGKAARGKRNASGSNSPYQKPGGAPLSKAASAIFKFNTDIGQHILKNPTIADAIVDKANIQPSQTVLEVGPGPGILTTRILQKAKKVVAVELDPR
MAAELTKTVQATPAEKKLQIVLGDFVKTDLSKLPPFQICISNTPYQISSPLIFKLLSMPNPPKTCVLMVQREFALRLIARPGDSLYSRLSVNAQF
FSRISHIMKVGKNNFRPPPQVESSVVRVEPKADRPDISWDEWDGMLRICFVRKNKTLRAGFMGTKVRALIERNWITWVSMHPEKVTHSDIDFLQG
KDVPVAQGGDDDMDMGDGEDAPEAGDDEDDIFMDLGDENDTPVTATKGSLVAIGDQQVPRAMVTKLIQVKIQRVLEQAGLSNARANKCDENNFLQ
LLHGFNTEGIHFS

>NEOFI
MGKAARGKRNAPSSSPYQKPGGAPLSKAASAIFKFNTDIGQHILKNPTIADAIVDKANVQPSQTVLEVGPGTGILTTRILEKAKKVIAVELDPRM
AAEVTKTVQGTPAEKKLQVILGDFVKTDLSKLPPFQICISNTPYQISSPLIFKLLSMPNPPKTCILMVQREFALRLIARPGDSLYSRLSVNAQFF
SRISHVMKVGKNNFRPPPQVESSVVRIEPKADRPNISWDEWDGMLRICFVRKNKTLRAGFMATKVRALIERNWITWVSMHPEKVTQADIDFLQGK
DVSALQGVDEDMDMGQDGDEPVEGGDDEDDIFMDLGGENDAPVTTSKGSLVAIGDQQVPRAMVTKLVQAKIQQVLEQANLANARAQKCDENNFLR
LLHGFNTEGIHFS

>ASPFN
MGKVARTKHSRGANGPYQKPDQGPLGKATSAIFKFNTDLGQHILKNGAIADAIVDKANIQQGQTVLEVGPGPGVLTNRILAKAKKVVAVEVDPRM
AAELTKNVQGTPAEKKLQIVLGDFVKTDLSQLPPFQICISNTPYQISSPLIFKLLSMPNPPKMCVLMVQREFALRLVARPGDSLYSRLSVNVQFF
SRVQHIMKVGRNNFRPPPQVESSVVRVEPKSDRPAISWDEWDGMLRICFVRKNKTLRAGFMGNKTRAMIERNWITFATMYPEKVTQADIDFMLGN
GEPEPMEDVEMDTNNDADDDVPEMDEDDILMGDMGFEKKNVPEIPKGALLTIGNNKVSRVMVTKLIQVKLQRILDRTELANARAQKCDENDFLRL
LHACNKEGIHFS

>ASPGL
MPKVKTNKRSGAAKSPYADAAAKTKAASSVFRMNTDIGQHVLKNPGIAQAIVDKAALKQSDVVLEIGPGTGNLTVKILEKAKKCIAVELDPRMAA
EITKRVQGTPVQQRLDVILGDVIKTELPYFDVCISNTPYQISSPLTFKLLATSPAPRVCILMFQREFALRLFAKPGDKLYSRLSVNAQMWAKIDH
IMKVGKNNFKPPPLVESSVVRLVPKNPRPQISYEEWDGLLRIVFVRKNKTIRSSFIGQTGIMDMLEANYRTWCAQNDIPVEDGPAEDEGGDAMDI
GDAQDNAEEEDQDQTMEVDDEDDVPDFFKEQANARVQEALKKNNPNRKKKGKVAELVREKVRQVLEDETKLADKRARMCDENDFLKLLWAFNQKG
FHFT

>ASPOR
MGKVARTKHSRGANGPYQKPDQGPLGKATSAIFKFNTDLGQHILKNGAIADAIVDKANIQQGQTVLEVGPGPGVLTNRILAKAKKVVAVEVDPRM
AAELTKNVQGTPAEKKLQIVLGDFVKTDLSQLPPFQICISNTPYQISSPLIFKLLSMPNPPKMCVLMVQREFALRLVARPGDSLYSRLSVNVQFF
SRVQHIMKVGRNNFRPPPQVESSVVRVEPKSDRPAISWDEWDGMLRICFVRKNKTLRAGFMGNKTRAMIERNWITFATMYPEKVTQADIDFMLGN
GEPEPMEDVEMDTNNDADDDVPEMDEDDILMGDMGFEKKNVPEIPKGALLTIGNNKVSRVMVTKLIQVKLQRILDRTELANARAQKCDENDFLRL
LHACNKEGIHFS

>ASPTN
MAAEVTKRVQGTPAQKRLDVILGDFMKTELPYFDVCISNTPYQISSPLTFKLLATTPAPRVCILMFQREFALRLFAKPGDKLYSRLSVNAQMWAK
IDHIMKVGKNNFKPPPLVDSSVVRLVPKNPRPQINYEEWDGLLRICFVRKNKTIRSSFLGKHTVMDLLEANYRTWCAQNDIPVEDGPADDDTEMD
TGNAQDDEDMEPEDDMDMDEDDVPDFFKEQANARVQEALKNRPARKKKGKVAELVREKVRQVLEDDTGLADKRARMCDENDFLKLLWAFNQKGFH
FN

>EMEND
MGKADRKKSARASASPYQKPSKGDGRSAAAKAGSAIFKFNTDLGQHILKNGAIADNIVDKANVQPSQTVLEVGPGPGILTTRILEKAKKVVAVEF
DPRMAAELTKRVQATPMEKKLQIVLGDFIKTDLSKLPPFQVCISNTPYQISSPLIFKLLSMPNPPKMCVLMVQREFALRLLARPGDALYSRLSVN
VQFFSKVSHIMKVGRNNFRPPPQVESSVVRIEPKLGKPEISWDEWDGMLRICFVRKNKTLRAGFMATKIRQMIERNWITWAAMHPEKVSQGDVDL
LSGKTPFPEGKFANSKDDGDVDMDVDDAGPVVDEDDVGDIFMNGVEGGEKGAAVAQSGPVITVAGQQVPRTSVTRLIQFKIERILDTAGLANHRA
NKCDENDFLRLLHACNTEGIHFS



>EMENI
MGKADRKKSARASASPYQKPSKGDGRSAAAKAGSAIFKFNTDLGQHILKNGAIADNIVDKANVQPSQTVLEVGPGPGILTTRILEKAKKVVAVEF
DPRMAAELTKRVQATPMEKKLQIVLGDFIKTDLSKLPPFQVCISNTPYQISSPLIFKLLSMPNPPKMCVLMVQREFALRLLARPGDALYSRLSVN
VQFFSKVSHIMKVGRNNFRPPPQVESSVVRIEPKLGKPEISWDEWDGMLRICFVRKNKTLRAGFMATKIRQMIERNWITWAAMHPEKVSQGDVDL
LSGKTPFPEGKFANSKDDGDVDMDVDDAGPVVDEDDVGDIFMNGVEGGEKGAAVAQSGPVITVAGQQVPRTSVTRLIQFKIERILDTAGLANHRA
NKCDENDFLRLLHACNTEGIHFS

>ASPFU
MGKAARGKRNAPSSSPYQKPGAPLSKAASAIFKFNTDIGQHILKNPTIADAIVDKANVQPSQTVLEVGPGTGILTTRILEKAKKVIAVELDPRMA
AEVTKTVQGTPAEKKLQVILGDFVKTDLSKLPPFQICISNTPYQISSPLIFKLLSMPNPPKTCILMVQREFALRLIARPGDSLYSRLSVNAQFFS
RISHIMKVGKNNFRPPPQVESSVVRIEPKADRPNISWDEWDGMLRICFVRKNKTLRAGFMATKVRALIERNWITWVSMHPEKVTQADIDFLQGKD
VSALQSVDEDMDMDQDGDEAVQGGDDEDDIFMDLGGETEAPVTTSKGSLVAIGDQQVPRAMVTKLVQAKIQRVLEQTNLANARAQKCDENNFLRL
LHGFNTEGIHFS

>PENCH
MPKVNKPKRNSAASQGLSDAAAKTKAAHSIFKMNTDIGQHVLKNPGIAAAIVEKAELKQSDVVLEIGPGTGNLTAKILEKAKKCIAVELDPRMAA
EVTKRFQSTPYQKRLEVILGDVMKTELPYFDVCISNTPYQISSPLTFKLLATSPAPRSCILMFQREFALRLFAKPGDKLYSRLSVNAQMWAKIDH
IMKVGKNNFKPPPQVESSVIRMVPKNPRPQINYEEWDGLLRIVFVRKNKTLRSSFIGTSSIMELLEANYRTWCAQNDIPVEDGPVEVANDDAMAM
DMGEEQEEGQAAEEPVDEVMDMDDDDVPDFFKETTNARLEAALKNGASRKKRGKVAELVREKVRQVLDDDTGLGEKRARMCDENDFLKLLWAFNQ
KGIHFN

>PENRW
MPKVNKPKRNSAASQGLSDAAAKTKAAHSIFKMNTDIGQHVLKNPGIAAAIVEKAELKQSDVVLEIGPGTGNLTAKILEKAKKCIAVELDPRMAA
EVTKRFQSTPYQKRLEVILGDVMKTELPYFDVCISNTPYQISSPLTFKLLATSPAPRSCILMFQREFALRLFAKPGDKLYSRLSVNAQMWAKIDH
IMKVGKNNFKPPPQVESSVIRMVPKNPRPQVNYEEWDGLLRIVFVRKNKTLRSSFIGTSSIMELLEANYRTWCAQNDIPVEDGPVEVANDDAMAM
DMGEEQEEGQAAEEPVDEVMDMDDDDVPDFFKETTNARLEAALKNGASRKKRGKVAELVREKVRQVLDDDTGLGEKRARMCDENDFLKLLWAFNQ
KGIHFN

>PARBA
MPKTLSKKRNSASQASPYAQAAAKTKAANNVFRMNTDIGQHVLKNPGVAQAIVDKAELKQSDTVLEIGPGTGNLTVKILEKAKKVIAVELDPRMA
AEVTKRVQGKPEQKRLEVLLGDVIKTDLPYFDVCISNTPYQISSPLTFKLLATNPAPRVCILMFQREFAMRLFAKPGDKLYNRLSVNAQMWARID
HIMKVGKNNFKPPPAVESSVVRIVPKNPRPQISYDEWDGLLRIAFVRKNKTIRSSFLGTTSVLDMLESNYRTWCAQNNIPVEDGPAEDSEGEPMN
TVEDQGEPDEGLDGTMDVDDDDMHVHEFFADEPKLNSNVQKENPGRKKKGKVRELVREKVRQVLEDETGLADKRARMCDEGDFLKLLWAFNLKGI
HFS

>DOTSN
MPRPASSHGGGIMKSDPYAGASARKQKASASKNAIFKMNTDIGQHILKNPGVAQAIVDKADVKQSDIVLEVGPGTGNLTTRILEKAKRVIAVEQD
PRMAAELTKRFQGTPMAKRLELILGDVIKMEQLPYFDVCISNTPYQISSPLTFKLLATTPGPRNCVLMFQREFAMRLFAKPGEKLYSRLSVNCQM
WAKVDHVMKVGRNNFNPPPQVESNVVRISPKNPRPSISYDEWDGLLRVCFVRKNRVLRSGFLGTNSVMAMLESNYRTYCAQNDIPLEDGPAENNE
VDDDVDMDAGEQEVIMDIDDEEDLPDFFKEEADKKARKMMDNPNRKRKGKVAELVRSKVKKVLEVDTELAEKRARLCDEGDFLKLLWAFNQEGIH
FA

>PASFU
MPKTPRPTSSHGGITKSDPYAGASARKQKASASKNAIFKMNTDIGQHILKNPGVAQAIVDKADVKQSDIVLEVGPGTGNLTTRILEKAKRVIAVE
QDPRMAAELTKRFQGTSAAKRLELILGDVIKMEQLPYFDVCISNTPYQISSPLTFKLLATTPGPRSCVLMFQREFAMRLFAKPGEKLYSRLSVNC
QMWAKVDHVMKVGRNNFNPPPQVESNVVRISPKNPRPSISYDEWDGLLRICFVRKNRVLRSGFLGTNSVMAMLESNYRTYCAQNDTPLDDGPADG
VDEDMEVDDGPEEEIMDIDDGEDLPDFFKEEADKKARKMMDNPNRKRKGKVAELVRSKVKKVLEVDTELAEKRARLCDEGDFLKLLWAFNQEGIH
FA

>ZYMTR
MPKSARKPASNGVGKGDPYAGAAARKSKAANNIFKMNTDIGQHILKNPGVAQAIVDKADVKQSDIVLEVGPGTGNLTTRILEKAKKVICVEQDPR
MAAEITKRFQGTPAAKRLELILGDVIKMPELPYFDVCISNTPYQISSPLTFKLLATSPAPRSCVLMFQREFAMRLFAKPGDKLYSRLSVNCQMWA
KVDHVMKVGKNNFNPPPQVESNVVRICPKNPRPQISYDEWDGLLRVCFVRKNRVLRSAFIGTTSVMAMLESNYRTFCAQNEIPLDDSPIEGKVSE
LVRAKVMKVLETDTELADKRSRMCDEGDFLKLLYAFNQEGIHFA

>AURPU
MPKSARKNNGSGASKTDPYAGAASRKKGHSANNVFKFNTDLGQHILKNPGVAQAIVDKADLKQSDIVLEVGPGTGNLTTKILEKAKKVIACEADP
RMAAEITKRFQGTPAQKRLEIILGDVLKHPQLPYFDVCISNTPYQISSPLTFRLLALSPAPRSCVLMFQREFAMRLFAQPGTKLYSRLSVNAQMW
AKISHVMKVGKNNFNPPPQVESDVVKIVPKVPRPQISYDEWDGLLRICFVRKNRTLRSGFLGTTSVMEMLESNYRTYCAQNNIVLDDGPLDPADA
AMDTDMAADEQDEDMEAIMDVDDEDDMPDFFKEEADKKAKKLLGNPNRKKKGKVSELVRQKVTKVLIETTELCEKRARMCDEGDFLKLLYAFNQE
GIHFS

>LEPMJ
MPKDKRKRASAAGDASPYAKPSAKASAAHSIFKMDKDLGQHILKNPGVASAIVQKAYLKQSDHVLEVGPGTGNLTVLILKAAKAVTAVEMDPRMA
AELTKRVQGTAEAKRLKVMLGDVIKTELPHFDVCISNTPYQISSPLVFKLLSLPSPPRSCILMFQREFAMRLFAKPGEKLYSRLSVNVQMWAKVS
HIMKVGRNNFNPPPQVESNVVRIEPKHPRPQIAYDEWDGLLRIAFVRKNRTLRASFLGTAAVVELLASNYRLFCAQNDILLDDSPINPNEGTLEA
EGMEVDEDDDFKGFSDPDDPDDELPDFFKQMQSEKKKNGINRKKKGRVSELVREKVRKILEDETQLAEKRARLCDEGDFLKLLYAFNQEGIHFS
>PHAND
MPKDKRKRPSGADSSPYAKPTSAKASAAHSIFKMDKDLGQHILKNPGVASAIVQKAFLKQSDHVLEVGPGTGNLTVLILKAAKAVTAVEMDPRMA
AELTKRVQGTPEAKRLKVMLGDVIKTELPHFDVCISNTPYQISSPLVFKLLSLPSPPRSCILMFQREFAMRLFAKPGEKLYSRLSVNVQMWAKVS
HIMKVGRNNFNPPPLVESNVVRIEPKFPRPQIAYEEWDGLLRIAFVRKNRTLRASFLGTAAVVELLASNYRLFCAQNNIELDDSPVGPEDEVEAM
EVDAAEEEFNGFSDPDDPDDELPDFFKQMQAEGKKKNGLNRKKKGRVSELVREKVRKVLEDDTELADKRARMCDEGDFLKLLYAFNQEGIHFS
>PHANO
MPKDKRKRPSGADSSPYAKPTSAKASAAHSIFKMDKDLGQHILKNPGVASAIVQKAFLKQSDHVLEVGPGTGNLTVLILKAAKAVTAVEMDPRMA
AELTKRVQGTPEAKRLKVMLGDVIKTELPHFDVCISNTPYQISSPLVFKLLSLPSPPRSCILMFQREFAMRLFAKPGEKLYSRLSVNVQMWAKVS
HIMKVGRNNFNPPPLVESNVVRIEPKFPRPQIAYEEWDGLLRIAFVRKNRTLRASFLGTAAVVELLASNYRLFCAQNNIELDDSPVGPEDEVEAM
EVDAAEEEFNGFSDPDDPDDELPDFFKQMQAEGKKKNGLNRKKKGRVSELVREKVRKVLEDDTELADKRARMCDEGDFLKLLYAFNQEGIHFS
>COCLU
MPKAKQKRSKAADNNASPYTKPTSAKAAAAHSIFKMDKDLGQHILKNPGVATAIVQKAHLKQSDHVLEVGPGTGNLTVLILKAVKQVTAVEMDPR
MAAELTKRVQGTPEEKRLTIRLGDVIKAELPRFDVCISNTPYQISSPLVFKLLALQHPPRCCVLMFQREFAMRLFARPGEKLYSRLSVNVQMWSK
VSHVMKVGRNNFNPPPQVESNVVRIEPKNPRPQIAYEEWDGLLRICFVRKNRTLRASFMGTAAVLELLTSNYRLYCAQNDIPIDDSPLDPSEIAA
AEEAETMDVDDEFKGFSDPDDPDDELPDFFKQLQAENKKSRNGVNRKRKGRLAELVREKVRKVLEDETQLADKRARLCDEGDFLKLLYAFNQEGI
HFS

>BLUGR
MGKSKSQKRNHSATSSPYSKPEKAAANHVFKFNTNVGQHILKNPGVAEAIVAKAFLKPSDTVLEVGPGTGNLTVRILQQAQKVIAVELDPRMAAE



VTKRVQGKPEQQRLEVILGDVIKMETLPRFDVCISNTPYQISSPLVFKLLALPNPPRTSVLMFQREFALRLTARPGDSLYCRLSVNAQFWAKITH
VMKVGKNNFKPPPQVESSVVRIEPKLGSERPGVSWEEWDGMLRICFVRKNRSMRASWLGTKEVLAMIERNYRVWCAMNDVALDDTITIEGEDATME
NDGPEEELDGIMDIDDAVDELPSFFAEESSRIAKMKGEKTKSKKKRTRVYELVREKIRKVLEDVTELADQRAGKCDENDFLRLLCAFNDEGIHFS
>SCLS1
MPKLKTSKRNTAAAGTPYEKAAALTNSFKHNKDYGQHILKNPGVAEAIVKKANLKPTDTVLEVGPGTGNLTVRILESAKKVIAVEVDPRMAAEVT
KRVQGKPEQKRLEVLLGDVIKTELPHFDVCISNTPYQISSPLVFKLLSLPNPPRCSVLMFQREFALRLTARPGDSLYCRLSVNAQFFAKITHIMK
VGKNNFRPPPQVESSVVRIEPKTGKERPGVSWEEWDGMLRICFVRKNRTMRASWLGMKQVLAMCERNYRVYCSTNNIALDETPVDDEDEDMDLDD
APIAEEGEDEWGGNMDTDKGEDGFEDEAPSFFQELKGTNKPKTKSKVPKTRVAELVREKIRKVLEDVTELADTRAGKCDENDFLRLLFAFNEEGL
HFS

>COLGR
MGKAKAPKRNAASSSSGPYSRPSQKTNNVFKFNTNVGQHILKNPGVADAIVHKAELKPTDTVLEIGPGTGNLTVRILEKSKKLIATEFDPRMAAE
VTKRVQGTPEQRKLEVMLGDAIKVDWVPFDVLISNTPYQISSPLVFKMLAMPKPPRQAILMFQLEFGQRLVAKPGDKLYGRLSVNANFWATCSNV
MKVSKANFRPPPQVDSCVVRIVPKQGAERPTIAFEEFDGLLRICFNRKNRTMRASWLGTKEVLQMLEKNYRTWAAMNNVPLDDTLVEDDEDEAME
MDDDADAGADDDDVEPMVDDTPEFFKELGAAASKAPEKTKSKRKKTKVAALVRSKIERALESTGLLEKRARLCDETDFLKLLSALNSEGIHFA
>COLSU
MGKAKAQKRNAASSSSGPYSRPSQKTNNVFKFNTNFGQHILKNPGVADATVHKAELKPTDTVLEIGPGTGNLTVRILEKSKKLIATEFDPRMAAE
VTKRVQGTPEQRKLEVMLGDAIKISSPLVFKMLAMPKPPRQAILMFQLEFGQRLVAKPGDKLYGRLSVNANFWATCSNVMKVSKANFRPPPQVDS
CVVRIVPKQGAERPTIAFEEFDGLLRVCFNRKNRTMRASWLGTKEVLQMLEKNYRTWAAMNNVPLDDTLVEEDEDDVMEMDDDADPGAGEDDVEP
MDDDTPEFFKELGAAASKTLEKTKSKRKKTKVAALVRSKIERALESTGLLEKRARSCDETDFLKLLSALNSEGIHFA

>VERDA
MGKAQGGKRNSSAAGSSPYAKPQKSNNVFKFNKADLKPTDTVLEIGPGTGNLTVRILENAKKLIATIEFDPRMAAEVTKVDWVPFDVLISNTPYQI
SSPLVFKMLAMPKPPRQAILMFQLEFGQRLVAKPGDKLYGRLSVNANFWATCSNVMKVSKANFRPPPQVDSCVVRIVPKQGSERPSIAFEEFDGL
LRICFNRKNRTMRASWLGTKEVLSMLEKNYRVWAAMNNVPLDDSLVEEEGEEAGDDAADEEMDLDDEAPEQEQDDDGATDFFAALKPAEAEKTKS
KRKKTKVAALVRHKIESALDKTELLEKRARQCDETDFLKLLHALNSEGIHFA

>VERDV
MGKAQGGKRNSSAAGSSPYAKPQKSNNVFKFNKADLKPTDTVLEIGPGTGNLTVRILENAKKLIATEFDPRMAAEVTKVDWVPFDVLISNTPYQI
SSPLVFKMLAMPKPPRQAILMFQLEFGQRLVAKPGDKLYGRLSVNANFWATCSNVMKVSKANFRPPPQVDSCVVRIVPKQGSERPSIAFEEFDGL
LRICFNRKNRTMRASWLGTKEVLSMLEKNYRVWAAMNNVPLDDSLVEEEGEEAGDDAADEEMDLDDEAPEQEQDDDGATDFFAALKPAEAEKTKS
KRKKTKVAALVRHKIESALDKTELLEKRARQCDETDFLKLLHALNSEGIHFA

>HYPAI
MAKADRSKRNNASSGPYEKPGDKNSKTNNVFKFNTNFGQHILKNPGVSDAIVDKAFLKPTDTVLEVGPGTGNLTVRILEKAKKCICVELDPRMAA
EVTKRVQGKPEQRKLEVLLGDVIKTELPAFDVCISNTPYQISSPLVFKLLSLPNPPRCSVLMFQREFALRLTARPGDALYCRLSVNAQFWAKITH
IMKVGKNNFRPPPQVESSVVRIEPKMGKDRPNVSWDEWDGLLRVCFVRKNKTLRASWLGTKEVLAMVERNYRTWCAMNGVPIDESVIEGAEEEED
DMEMDDGGAAANDGEDAGMDVDDLGDDTPSFFQELKTASASVPKTKSKRKKTKVAELVREKIRKVLEDVTELADKRSGKCDENDFLRLLFAFNEE
GIHFS

>HYPJE
MAKAEKGKRNNASSGPYEKPSGKSSKTNNVFKFNTNFGQHILKNPGVSDAIVQKAFLKPTDTVLEVGPGTGNLTVRILEQAKKCICVELDPRMAA
EVTKRVQGKPEQRKLEVLLGDVIKTELPAFDVCISNTPYQISSPLVFKLLSMPNPPRCSVLMFQREFALRLTARPGDALYCRLSVNAQFWAKITH
IMKVGKNNFRPPPQVESSVVRIEPKMGKDRPNVSWDEWDGLLRVCFVRKNKTLRASWLGTKEVLAMVERNYRTWCAMNGVPIDESLKTKVAELVR
EKIRKVLEDVTELADKRASKCDENDFLRMLFAFNEEGIHFS

>HYPVG
MAKADRSKRNNASSGPYEKPSGASSKTNNVFKFNTNFGQHILKNPGVSDAIVEKAFLKPTDTVLEVGPGTGNLTVRILERAKKCICVELDPRMAA
EVTKRVQGKPEQRKLEVLLGDVIKTELPAFDVCISNTPYQISSPLVFKLLSLPNPPRCSVLMFQREFALRLTARPGDALYCRLSVNAQFWAKITH
IMKVGKNNFRPPPQVESSVVRIEPKMGKDRPNVSWDEWDGLLRVCFVRKNKTLRASWLGTKEVLAMVERNYRTWCAMNGVPIDESIVEGGADDED
DNDMDMDEGANDAEDAGMDVDDDADEDTPSFFKDLKSAGANAPKTKSKRKKTKVAELVREKIRKVLEDVTELADKRAGKCDENDFLRLLFAFNEE
GIHFS

>GIBM7
MPKSSDSRRGGARKGPYDKPERKNIFKYNTNIGQHILKNPGIADMIVAKANLKPTDTVLEIGPGTGVLTTRILEQAKAVKAVELDIRMGAELTKR
VQGKPEQQKLEIIMGDFAKLDLPEALPPFDVCISNTPYQISSIIISKLISLPRPPRVSILMVQREFGLRLCARPGDSLYSRLSVNTQFTSKVALI
AKVGKNNFSPPPEVESVVVRLEPRPEVPAANIQELDGMLRICFSRKNKTLRASFIDSEELCQRNWITWAAMDPEKVSEQDLQFFRDSEDTIDAHQ
SVCGIPVSKATLKSFIRSKIEQVLEKTELSEARSAKCDENDFLRLLLAFRENNIYFT

>FUSC1
MPKSSDSRRGGARKGPYDKPEARKSIFKYNTNIGQHILKNPGIADMIVAKANLKPTDTVLEIGPGTGVLTTRILEQAKAVKAVELDIRMGAELTK
RVQGKPEQQKLEIIMGDFAKLDLPEALPPFDVCISNTPYQISSIIISKLISLPRPPRVSILMVQREFGLRLCARPGDSLYSRLSVNTQFTSKVAL
TAKVGKNNFSPPPEVESVVVRLEPRPEVPAANIQELDGMLRICFSRKNKTLRASFIDSEELCQRNWITWAAMDPEKVSEQDLQFFRDSEDTIDAH
QSVCGIPVSKATLKSFIRSKIEHVLEKTELSEARSAKCDENDFLRLLLAFRENNIYFT

>FUS04
MPKSSDSRRGGARKGPYDKPEARKSIFKYNTNIGQHILKNPGIADMIVAKANLKPTDTVLEIGPGTGVLTTRILEQAKAVKAVELDIRMGAELTK
RVQGKPEQQKLEIIMGDFAKLDLPEALPPFDVCISNTPYQISSIIISKLISLPRPPRVSILMVQREFGLRLCARPGDSLYSRLSVNTQFTSKVAL
IAKVGKNNFSPPPEVESVVVRLEPRPEVPAANIQELDGMLRICFSRKNKTLRASFIDSEELCQRNWITWAAMDPEKVSEQDLQFFRDSEDTIDAH
QSVCGIPVSKATLKSFIRSKIEHVLEKTELSEARSAKCDENDFLRLLLAFRENNIYFT

>GIBZA
MPKATKGKNAGPRKGPYEKPAANRVFKFNTNIGQHILKNPGIADTIVAKAYLKPTDTVLEIGPGTGVLTTRILEQAKAVKAVELDTRMAAELTKR
VQGGPLQQKLEIIMGDFAKLDVVQALPPIDVCISNTPYQISSIIVSKLISMPKPPRVSILMVQREFGLRLCARAGDSLYSRLSVNTQFTSKVSMV
AKVGKNNFSPPPEVESVVVRIEPRTDVPAVGLEELDGVLRICFSRKNKTLRASFLDSHEICERNWITWTSMYPDKVSEKDLDLLRDSMDTAEKAA
DSKQSVCGVPVSKASLKNLIRTKIEHVLETTELAEARAVKCDENDFLKLILAFRENNIYFT

>NECHA
MAKIKHAKRGSASSSPYERPNGSGGGSGSNSNKNNVFKFNTNFGQHILKNPGVSDAIVEKAFLKPTDTVLEVGPGTGNLTVRILERAKKCICVEV
DPRMAAEVTKRVQGTPEQRKLEVLLGDVIKTELPQFDVCISNTPYQISSPLVFKLLSLPNPPRTSVLMFQREFALRLTARPGDALYCRLSVNAQF
WAKITHIMKVGKNNFRPPPQVESSVVRIEPKTGKDRPNVSWDEWDGLLRVCFVRKNKTLRASWLGTKEVLAMVERNYRTWCAMNGVPVDDTLKTK
VAELVREKIRKVLEDVTELADKRSGKCDENDFLRLLFAFNEEGIHFS

>CRYPA
MGENSRKSSTSGAAAKNNVFKFNTNVGQHILKNPGIADAIVDKANLKPTDTVLEIGPGTGNISVRILEKAKRLVAVELDPRMASEITKRVMGTPS
QKKLEVLLGDAIKLDFPPHDVCISNTPYQISSPLVFKLLSMPNPPRCCVLMFQREFALRLTARPGDPLYNRLSVNAQFFSKITHIMKVGRQNFRP
PPQVESSVVRIEPKLGKDRPAVSWAEFDGLLRIVFSRKNKTVRASFGTKEVLALVERNYRTWCALNNVPVDETIVEDGGGDVVDEDASMDVDGHD
GDGEWGGIMDVDGAAEDQELEDEEDNDDDDDDLPAFFKEQTATHTAKTPSRRKKTKVAELVRSKVTRVLQGTDMADQRAGKLDENAFLKLLYAFN



KENIHFA

>MAGGR
MGKVKTPRRAGAASSSPYDRKGGNNAAAAAAAAPTKNNVFRFKKDYGQHILKNPGIAEEIVKKAYLRPTDTVLEVGPGTGNLSVKILERAQKLIA
VELDPRMGAELTKRVQGKPEQRKLEVILGDVIKADLPPFDVLISNTPYQISSPLVFKMLALPNPPRCMVLMFQREFSSRLTARPGEALYSRLVES
SVVRIEPKLGRERPNVSWEEWDGMLRVCFNRKNKTLHASFLGVKEVLAMAERNYKVWCTMNDIPIDESVVETTDGDVEMDADDGEWGGIMDVDED
GGDAGDDDDVPEFFKEKAPAPVAKTPSKRKKTKVGELVRSKIEKVLKDTDLAEQRANKCDQNDFLRLLAAFNAEGIHFA

>MAGO7
MGKVKTPRRAGAASSSPYDRKGGNNAAAAAAAAPTKNNVFRFKKDYGQHILKNPGIAEETIVKKAYLRPTDTVLEVGPGTGNLSVKILERAQKLIA
VELDPRMGAELTKRVQGKPEQRKLEVILGDVIKADLPPFDVLISNTPYQISSPLVFKMLALPNPPRCMVLMFQREFSSRLTARPGEALYSRLSVN
VQLFSKVTHIMKVGKANFKPPPQVESSVVRIEPKLGRERPNVSWEEWDGMLRVCFNRKNKTLHASFLGVKEVLAMAERNYKVWCTMNDIPIDESV
VETTDGDVEMDADDGEWGGIMDVDEDGGDAGDDDDVPEFFKEKAPAPVAKTPSKRKKTKVGELVRSKIEKVLKDTDLAEQRANKCDQNDFLRLLA
AFNAEGIHFA

>THIHE
MPKAAKQKRAAASSGPYDRKASKAAAANIFRFDKDYGQHILKNPGISDATVEKAFLKPTDVVVEVGPGTGNITVRALEKAKKVIATELDPRMGAE
VTKRVQGGPLAKKLEVILGDVIKMPQIPPCDALISNTPYQISSPLIFKMLSMPNPPRVAVLMFQREFAKRLVARPGDALYSRLSVNVNFWATCKH
IMKVGKANFKPPPKVESDVVRIEPLLGSARPNIAFEEFDGLLRIAFNRKNKTLRAAFSIKEVLALCERNYKIYCSLNNIPIDESIVDSATATATD
DGMDVDMDDDDGKDDGDDCDDGEDGEGEAGNEMDEGEDDDDMPTFFKEMKDAEAAKEAAKTPSKNPKSKVALVVRAKVDKVLTTTGLGDRRARQC
DONDFLKLLLAFHEEGIHFS

>NEUCR
MPKAAKASKKSGGGGNPYDRKGGGGGGKATNTNIFKFDKDFGQHILKNPGISDAIVDKAFLKPTDVVVEVGPGTGNITVRALEKAKKVIAIELDP
RMGAEVTKRVQGTPLAKKLEVILGDVIKMPEMPPCDALISNTPYQISSPLIFKMLAMPNPPRVAVLMFQREFAKRLVARPGDALYSRLSVNVNFW
ATCKHIMKVGKQNFKPPPKVESDVVRIEPLVGSARPNIAFEEFDGLLRIAFNRKNKTLYAGFNQKEVLNMCERNYKVYCTLNNIPIDESLASAAD
LAAAGATNDAMDVEMDDDNEDNDNEENNDDDEAMEEDEDEDMPVFFKEQNDANAKDAKTPSKNPKSKVALIVKAKLNKVLTSTGLADKRARQCDQ
NDFLKLLLAFHEEGIHFS

>NEUT9
MPKAAKASKKSGGGNPYDRKGGGGGGKATNTNIFKFDKDFGQHILKNPGISDAIVDKAFLKPTDVVVEVGPGTGNITVRALEKAKKVIAIELDPR
MGAEVTKRVQGTPLAKKLEVILGDVIKMPEMPPCDALISNTPYQISSPLIFKMLAMPNPPRVAVLMFQREFAKRLVARPGDALYSRLSVNVNFWA
TCKHIMKVGKQNFKPPPKVESDVVRIEPLVGSARPNIAFEEFDGLLRIAFNRKNKTLYAGFNQKEVLNMCERNYKVYCTLNNIPIDESLASAADL
AAAGATNDAMDVEMDDDNEDNDNEENNDDDEAMEEDEDEDMPVFFKEQNDANAKDAKTPSKNPKSKVALIVKAKLNKVLTSTGLADKRARQCDQN
DFLKLLLAFHEEGIHFS

>PESFW
MGKAKSAKRNGGASASPYERPSKPGGGGGGGGGGGGSSKASSNNIFKFNTSSYGQHILKNPGVAEAIVVKANLKPTDTVLEIGPGSGNLTVRILE
RAKKVIAVEIDPRMAAEVTKRVQGTPEQRKLEVLMGDVIKLPNDKLPAFDVCISNTPYQISSPLVFKLLSMPNPPRTSVLMFQREFALRLTARPG
DALYCRLSVNAQFWARITHILKVGKKNFNPPPLVESSVVKIEPKMGADRPQVSWTEWDGMLRVCFNRRNKTMRSSWLGTKEVLNMVERNYRVWCS
MNNVALEEGTVDEDDDDEDMDVDNGNAGAGDEEEEWGGMDVDGDEAEKKDSSDLPSFFEELKQASSEVPKTKSKRKKTKVAALVREKIRKVLEDD
TGLADQRSGKCTENDFLRLLHAFNSEGLHFS

>DEBHA
MAKAARKKFSTSSDPTGSTVSAEKHLNSVFKFNTNLGQHILKNPLVAQGIVDKAGIKPSDIVLEVGPGTGNLTVRILEQARKVIASEMDPRMAAE
LTKRVHGTPNQKKLDILLGDFIKTELPYFDVCISNTPYQISSPLVFKLLNQPRPPRVSILMFQREFAMRLLARPGDSLYCRLSANVQMWANVTHI
MKVSKNNFRPPPQVESSVVRIEVKVPRPNIDFNEWDGLLRICFVRKNKTIAAGFKSNNILDILEKNYKTFLSTANAAANGDDSMMVDDKSSMTDI
VKAKIEQVLTETGFSDKRAAKLDQTDFLKLLYAFHQVGLHFA

>PICST
MAKAPKKKFSSAPNPTGATVAAEKHLNSVFKFNTNLGQHILKNPLVAQGIVDKAGIKPSDIVLEVGPGTGNLTVRILEQARKVVAVEMDPRMAAE
LTKRVHGTPQQKKLEILLGDFMKTDLPYFDVCISNTPYQISSPLVFKLLNQPRPPRVSILMFQREFALRLLARPGDGLYCRLSANVQMWANVTHI
MKVGKNNFRPPPQVESSVVRIEVKTPRPNIDFHEWDGLLRIVFVRKNKTIAAGFKSNNVIEILEKNYKTFLATSNTDDAMVVDDKASMTEVVKNK
IDQVLTETGFAEKRASKLDQTDFLKLLYAFHQVGIHFA

>CANTE
MAKAAKKKFSTAADPTGKRVPASKNLNSVFKFNTDLGQHILKNPLVAQGIVDKAAIRPSDTVLEVGPGTGNLTVRILEQAKNVIAVEMDPRMAAE
LTKRVHGTPQQKKLEIMLGDFMKTELPYFDVCISNTPYQISSPLVFKLLNQPKPPRVSILMFQREFAMRLLARPGEELYCRLSANVQMWANVTHI
MKVGKNNFRPPPKVESSVVRIEVKSPRPNIDFGEWDGLLRIVFVRKNKTIAAGFKSNNVLDILEKNYKTFLATSNPEDVMMVDSKMSMLDVVKTK
IEQVLTNTGYSDKRAAKLDQTDFLKLLYAFHQVGIHFA

>ASHGO
MGKAAKKKYSGISTGKEVPSEQHMNTVFKFNTDLGQHILKNPLVAQGIVDKAQIKPSDIVLEVGPGTGNLTVRILEQARKVVAVEFDPRMAAELT
KRVHGTPAEKKLEIMLGDFMKTELPYFDICISNTPYQISSPLVFKLINQPRPPRVSILMFQREFAMRLLARPGDSLYCRLSANVQMWANVTHVMK
VGRNNFRPPPQVESSVVRIEIKTPRPPVDFNEWDGLLRIVFVRKNRTISAGFKSTAVLEIMEKNYKAYLATTNDAMVDDAKGSLAEQVKQKIETV
LAETGLSDKRAGKCDQTDFLKLLYAFHQVGLHFS

>KAZNA
MPKAEKKKYGGSTTKKQVAAEKHLSSVFKFNTDLGQHILKNPLVAQGIVDKAHIKPSDIVLEVGPGTGNLTVRILEKAKKVVAVEMDPRMAAELT
KRVHGTPAEKKLDIMLGDFMKTELPYFDICISNTPYQISSPLVFKLINQPRPPRVSILMFQREFAMRLLARPGDSLYCRLSANVQMWANVTHIMK
VGRNNFRPPPQVESSVVRIEIKNPRPQVDFNEWDGLLRIVFVRKNRTISAGFKSTTVLEILEKNYKAYLAMNNEMVEDDSNLLDTVKQKIETVLR
ETELNDKRAGKCDQNDFLKLLYSFHQVGIHFS

>KLULA
MGKAVKKKYSGASSGGKEVDAEKHLTTVFKFNTDLGQHILKNPLVAQGIVDKAQIKPSDIVLEIGPGTGNLTVRILEQARKVVAVEFDPRMAAEL
TKRVHGTPVEKKLEILLGDFMKTELPYFDVCISNTPYQISSPLVFKLINQPKPPRVSILMFQREFAMRLLARPGDSLYCRLSANVQMWANVTHIM
KVGKNNFRPPPKVESSVVRIEIKNPRPQVDFNEWDGLLRIVFVRKNRTIAAGFKSTTVLEILEKNYKAFLATQSAVPTTSSGDSLINEVKEKIEQ
VLSETGLAEKRAGKCDQTDFLKLLYGFHQVGIHFA

>LACTC
MGKAPKKSFSGSGSKGNQVSAEKHLNSVFKFNTDLGQHILKNPLVAQGIVDKAQIKPSDVVLEVGPGTGNLTVRILEQARKVIAVEMDPRMGAEL
TKRVHGTAGEKKLDILLGDFMKTDLPYFDICISNTPYQISSPLVFKLINQPKPPRVSILMFQREFAMRLLARPGDSLYCRLSANVQMWANVTHIM
KVGKNNFRPPPQVESSVVRLEIKNPRPKVEFNEWDGLLRIVFVRKNRTIAAGFKSTTVLEILEKNYKAFLATTGNGSDMVDDTEKSMIDVVKAKI
ETVLKETGLSDKRAGKCDQTDFLKLLYAFHQVGIHFA

>CANGA
MAKADKKKYSGATTNKQVAAEKHLTSVFKFNTDLGQHILKNPLVAQGIVDKAQIKPSDIVLEVGPGTGNLTVRILEQARKVVAVEMDPRMAAELT
KRVHGTPAEKKLEIMLGDFMKTELPYFDICISNTPYQISSPLVFKLINQPRPPRVSILMFQREFAMRLLARPGDSLYCRLSANVQMWANVTHIMK
VGRNNFRPPPQVESSVVRIEIKNPRPQIDFNEWDGLLRIVFVRKNRTISAGFKSTTVLEILEKNYKTFLAINNQSIDETENLQSLIKQKIETVLK
ETGLAEKRAGKCDQTDFLKLLYAFHQVGIHFS



>YEAST
MGKAAKKKYSGATSSKQVSAEKHLSSVFKFNTDLGQHILKNPLVAQGIVDKAQIRPSDVVLEVGPGTGNLTVRILEQAKNVVAVEMDPRMAAELT
KRVRGTPVEKKLEIMLGDFMKTELPYFDICISNTPYQISSPLVFKLINQPRPPRVSILMFQREFALRLLARPGDSLYCRLSANVQMWANVTHIMK
VGKNNFRPPPQVESSVVRLEIKNPRPQVDYNEWDGLLRIVFVRKNRTISAGFKSTTVMDILEKNYKTFLAMNNEMVDDTKGSMHDVVKEKIDTVL
KETDLGDKRAGKCDQNDFLRLLYAFHQVGIHFS

>YEASA
MGKAAKKKYSGATSSKQVSAEKHLSSVFKFNTDLGQHILKNPLVAQGIVDKAQIRPSDVVLEVGPGTGNLTVRILEQAKNVVAVEMDPRMAAELT
KRVRGTPVEKKLEIMLGDFMKTELPYFDICISNTPYQISSPLVFKLINQPRPPRVSILMFQREFALRLLARPGDSLYCRLSANVQMWANVTHIMK
VGKNNFRPPPQVESSVVRLEIKNPRPQVDYNEWDGLLRIVFVRKNRTISAGFKSTTVMDILEKNYKTFLAMNNEMVDDTKGSMHDVVKEKIDTVL
KETDLGDKRAGKCDQNDFLRLLYAFHQVGIHFS

>YEASO
MGKAAKKKYSGATSSKQVSAEKHLSSVFKFNTDLGQHILKNPLVAQGIVDKAQIRPSDVVLEVGPGTGNLTVRILEQAKNVVAVEMDPRMAAELT
KRVRGTPVEKKLEIMLGDFMKTELPYFDICISNTPYQISSPLVFKLINQPRPPRVSILMFQREFALRLLARPGDSLYCRLSANVQMWANVTHIMK
VGKNNFRPPPQVESSVVRLEIKNPRPQVDYNEWDGLLRIVFVRKNRTISAGFKSTTVMDILEKNYKTFLAMNNEMVDDTKGSMHDVVKEKIDTVL
KETDLGDKRAGKCDQNDFLRLLYAFHQVGIHFS

>YEASV
MGKAAKKKYSGATSSKQVSAEKHLSSVFKFNTDLGQHILKNPLVAQGIVDKAQIRPSDVVLEVGPGTGNLTVRILEQAKNVVAVEMDPRMAAELT
KRVRGTPVEKKLEIMLGDFMKTELPYFDICISNTPYQISSPLVFKLINQPRPPRVSILMFQREFALRLLARPGDSLYCRLSANVQMWANVTHIMK
VGKNNFRPPPQVESSVVRLEIKNPRPQVDYNEWDGLLRIVFVRKNRTISAGFKSTTVMDILEKNYKTFLAMNNEMVDDTKGSMHDVVKEKIDTVL
KETDLGDKRAGKCDQNDFLRLLYAFHQVGIHFS

>VANPO
MGKAAKKKYSGAPGSGKQVAAEKHLNTVFKFNTDLGQHILKNPLVAQGIVDKANIKPSDIVLEVGPGTGNLTVRILEQARKVVAVEMDPRMAAEL
TKRVHGTPAEKKLEIMLGDFMKTELPYFDICISNTPYQISSPLVFKLINQPRPPRVSILMFQREFALRLLARPGDSLYCRLSANVQMWANVTHIM
KVGRNNFRPPPQVESSVVRIEIKNPRPEVDFNEWDGLLRIVFVRKNRTIAAGFKSTSVLEILEKNYKTYLSMNNEMIDDTTGSMTEVVKEKIETV
LQETKLSDKRAGKCDQTDFLRLLYAFHQVGIHFS

>ZYGRO
MGKAAKRSYTGTPSTNKQVDAAKHLGSVFKFNTDLGQHILKNPLVAQGIVDKAQLRPSDTVLEVGPGTGNLTVRILEQVRKAYAVEMDPRMAAEL
TKRVRGTDGERKLEILLGDFIKTDLPYFDVCISNTPYQISSPLVFKLINQPRPPRVAVLMFQREFAMRLVARPGDALYCRLSANVQMWANVVHIM
KVSKNNFRPPPQVESSVVRLEIKNPRPPIEFNEWDGLLRIVFVRKNKTIAAGFKSSSVIDILEKNYKTFLAMNDEMVDDTKGSMTQTVKSKIETV
LQETGLGEKRAGKCDQTDFLKLLYAFHQVGIHFS

>GLOTR
MPKATTDRFSRAHRPSVKQTSLSSATHGASLVTRNPMFNTERFGQHILKNPQISEESVHANVKPTDTVLEVGPGTGNLTVRILEKAKSVVAIEMD
PRMAAELTKRVQGTGAQKRLHIMIGDFVKADLPFFDICISNTPYQISSPLIFRLLSHRPLFRVAILMFQKEFAMRLVARPGSPLWSRLSANVQLY
AKVDHVRAVSRNNFRPPPQVDSSVVRLVPLDPPPPVKFEEFDGLTRIVFSRRNKTVHANFAAKGVLAMLESNWRTWCSEKDITITDEEDFKKKVE
SILEESGYGAKRAASLDVDDFLKLLSAFHDCGIHFA

>CRYNJ
MPKATSQTFRAQPASAAQRPKKGGESSAAAAAGGGARNHLFDTAKFGQHILTNPLVAQGIVDKANLKPTDVVLEVGPGTGNLTVRILPACRKVVA
VEMDPRMAAEVQKRVLGKPEQKKLELIVGDFVKADLPYFDVLISNTPYQISSPLVFKLLSQRPIPRCAVLMFQREFALRLVATPNTKLWGRLAAN
VQLYARVEHVMKVGKGNFRPPPQVESSVVRIMPRDPPPPVKFEEFDGLNRIIFSRANKTLRAGFKAKGVVELLEKNYRTWCAEQGAIIEDNFDIR
EKVESILVETGFADSRAAKMDVDDLLKLLAAFNVEGIHFA

>VAVCU
MSIRYKKDLGQHILKNPGIIDTIIERANILETDTVLEIGSGTGNLTIKLLAKAKRVICYEKDERMAAELVKRVKSLNLCHKMKLFVGDCMKSDFP
HFDLCVSNIPYQISSVLIFKLFGYNFRAAVLMLQHEFALRLVANPGNPDYSRLSVSAQLFSKVEYMFKVSRKNFNPMPKVESAVVRIRKRLEQPS
INIEEFANFLRICFKRKNKTLSGVFGDKSVIKTVKKEKREIAEILSVYGTKRANKLQVEDFLQVFLNFKLRQTVFV

>MUCCI
MRAFGPIFNKDLGQHILKNPLVAQGIVDKANLISSDTVLEIGPGTGNLTVRILQACKKVVAVEMDPRLAAELQKRVHGTSDQKKLHILLGDFMKT
ELPYFDVCISNTPYQISSVLVFKLLQHRPMFRCAILMFQREFALRLVAKPGDELYCRLSVNVQLLAKVDHVMKVGKNNFRPPPKVESSVVRLEPK
NPPPPVDFDEFDGLLRILFTRKHKIFPANFKQTTVLNMLEQNYKTYCSAHELMVESDFDIKTKVMQIIESAGMSDMRAARCDLDDFLKLLLAFNT
ANIHFS

>RHIOR
MPKLTTKAAKKTEAVDEMRAFGPIFNKDLGQHILKNPLVAQGIVDKANLVNSDTVLEIGPGTGNLTVRILQACKKVYAVEMDPRLAAELQKRVNG
TPDQKKLNILLGDFMKTDLPFFDVCISNTPYQISSVLVFKLLEHRPLFRVAILMFQREFALRLVAKPGDELYCRLSVNVQLLAKVDHVMKVGKNN
FRPPPKVESSVVRLEPKNPPPPVNFKEFDGLLRILFTRKHKIFSANFKQTTVLNMLEENYKTYCSAHGLMVEADFDIKTKVMQILESTGMADKRA
AKCDLDDFLNLLLAFNNANIHFS

>TURTR
MPKIKAGASGRCRERQQQRRELKSAGGLMFNTGIGQHVLKNPLIVNSIIDKAALRPTDVVLEVGPGTGNMTVKLLEKAKKVIACELDVRLVAELH
KRVQGTPLASKLQVMVGDVLKTDLPFFDACVANLPYQISSPFVFKLLLHRPFFEWDGLVRITFVRKNKTLSAAFKSSAVQQLLEKNYRIHCSVHN
IIIPEDFSIADKIQQILTSTGFSDKRARSMDIDDFIRLLHGFNAEGIHFS

>PTEVA
MPKIKSGASGRRRARQELRRDLKSAGGLMFNTGIGQHILKNPLIVNSIIEKAALRPTDVVLEVGPGTGNMTVKLLEKAKKVIACELDPRLVAELH
KRVQGTPLASKLQVMVGDVLKTDLPFFDACVANLPYQISSPFVFKLLLHRPFFRCAILMFQREFALRLVAKPGDKLYCRLSINTQLLARVDHLMK
VGKNNFRPPPKVESSVVRLEPKNPPPPINFQLLHGFNAEGIHFS

>CHOHO
MPKVKSGTKERRRARQEQRRELKSAGIIDKAALRPTDVVLEVGPGTGNMTVKLLEKAKKVVACELDPRLVAELHKRVQGTPLASKLQVMVGDVLK
SDLPFFDACVANLPYQISSPFVFKLLLHRPFFRCAILMFQREFALRLIAKPGDKLYCRLSINTQLLARVDHLMKVGKNNFRPPPKVESSVVRIEP
KNPPPPINFQKNKTFSAAFKSSAVQQLLEKNYRIHCSVHNIIIPEDFSVADKMHIPISIGLGDLLHGFNTEGIHFS

>MACEU
MPKGKSVTSSRRRERREQKNAGVIACELDPRLVAELHKRVQGTPQASKLQVVVGDVLKTDLPFFDACVANLPYQISSPFVFKLLLHRPFFRCAIL
MFQREFALRLVAKPGDKLYCRLSINTQLLARVDHLMKVGKNNFRPPPKVESSVVRIEPRNPPPPINFQSSAVQQLLEKNYRIHCSVHNIAVPEDF
SIADKIQKILTDTGFSDKRARSMDIDDFIRLLHGFNAEGIHFS

>TETUR
MPKFKSKTPKERHDGLQKQSITFNKDLGQHILKNPLVIDNMVEKAALRPTDVVLEIGPGTGNMTVKILPHVKKLVVCEIDIRLVGELEKRVQGTP
YRSKLNILIGDALKTKFPFFDVCLANIPYQISSPLVFKLLHHRPFFRCAILMFQKEFAQRLVAKPGDKLYGRLAANVQLLARVDIVMKVGKNNFK
PPPKVESSVVRIEPISPQPDINLKEWDGMLRLVFLRKNKTIGAIFRLKAVIDLMEKNYRVYCSLKNIKLDDNFSCKEMVEKVLEESGFQESRARS
MEIDQLLVLLCAFNSKGFHFVA

>MEGSC



MLEKSGLRSTDVVLEIGPGTGNMTIKILEKAKKVVACEIDPRLAAELQKRVQGTPYQSKLTIQMGDALKAELPFFDLCIANVPYQISSPLVFKLL
LHRPFFRCAVLMFQKEFAQRLVAQPGDKLYCRLSINTQLLARVDMLMKVGKNNFKPPPKVESAVVRIEPKNPPPPINYTEWDGLTRIAFLRKNKT
LAAAFKQTSVMEMLDKNYKLHCSLHNKEVEADFNIQEKN

>DROBM
MGKAAKKKYSGATSSKQVSAEKHLSSVFKFNTDLGQHILKNPLVAQGIVDKAQIRPSDVVLEVGPGTGNLTVRILEQAKNVVAVEMDPRMAAELT
KRVRGTPVEKKLEIMLGDFMKTELPYFDICISNTPYQISSPLVFKLINQPRPPRVSILMFQREFALRLLARPGDSLYCRLSANVQMWANVTHIMK
VGKNNFRPPPQVESSVVRLEIKNPRPQVDYNEWDGLLRIVFVRKNRTISAGFKSTTVMDILEKNYKTFLAMNNEMVDDTKGSMHDVVKEKIDTVL
KETDLGDKRAGKCDQNDFLRLLYAFHQVGIHFS

>THEKT
MAKKNKVEKAKNVQSTLGVNKDLFLKTQIGQHVLKNPLIVSNIVEKVNDTVLEIGPGTGNLTAKLLEKANKVVVIEIDTRMIAELEKRFRTSPYF
SKLKIIPGDALKVNLPRFDVCVANLPYQISSPFIFRILEHRPPFRNCLLMVQREFANRLYARPSDKCYCRLSVNCQMLAKVENLMKVSKNNFKPP
PKVDSNVVRIQPRANPFEIDYNEWDGMLRICFVRKNKTLSSAFRYIWI

>CYAME
MSPKRSVEKRKQFRGFPFHKSRGQHILKNAAVTDAMVEKAQLRPTDTVLEVGAGTGNLTVRLLKYAKKVVAFEVDPRMIIELTKRVQALGPELAS
RLEVIHGDVLRANWPFFDVFVANIPYQISSPLLFRLLAHRPAFRSAVIMFQREFAQRLIARPGDPAYGRLAVNVQLLARVEHLMKVSRNSFRPPP
RVDSSVVRIQLRQPAPPLDFREWDGLLRLCFARKHRTLGSLFGQSRVVQLLQTNRARIRDEAAKSQNTTSADTTASALMEMVNDTDLALDDTDEN
ENAASSFVPPPDVMDTVPLEAEDGSALTAVRTEIHGILSEQGLLQTRAAKMSLEDFLRLLCTLQAHGFRFTS

>GALSU
MGKKSASVSGHRGFEFKKERGQHILKNPLVVNSILEKAALKPTDIVLEIGPGTGNMTVKLLQLVKKVIAVEIDPRMTVELYRRVQFSPLKERLEL
IQADILKMELPYFDVCVANIPYQISSPLIFKLLAHRPFHRYSVLMLQREFAMRLIAQPGSELYCRLSVNAKALARVSHLMKVSRNSFRPPPKVDS
SVVRIEPRNPPPPGNFLEWDGLLRICFQRKNKTLGGIMKQHAVLSLLNSNEKQLQMMQGLESAMELTPMMTDEEELSKKEEEEEDDDDDNETEEL
KGMKEKIMRLLEQNNFSKCRASKMSLDDFRRLLKTFNEAGLHFC

>BLAHO
MGKAERQRTQRIHSGAAPSGAKGGLGQHFIKNISVVHNIIEKSGIKPTDIVLEIGPGAGILTMELLKKAKKVIAIEKDERMVHEIQKKVQGTEYE
SHLEIVYGDFLKVELPYFDLCVSNVPYVISSGVVFKLLQHRPIFRAAILMFQEEFTQRLCAKPGDNMYSRISVNTQLLARTQQLLKVGRNNFNPP
PKVESRVCRIEPLNPRPEVNFEEWDGLVNICFHRKNKTLAAIFKNKSVLELLQKNYEMYCALKDIVPRGDMDIKQVVEEVLNSCWGISGSLGVGE
LGQQRASKMSIEDFMRLLDAFLDRNIHFT

>CHLRE
MGKPKGKGAGGGSDGGLRVAGGVQKKSQKKGPNTGVSGLEFHKSKGQHILRNPLVVQAIVDKAGVKSTDVVLEIGPGTGNLTVKLLEKAKKVIAV
ELDPRMVLELQRRVQGTPYANNLQIIHGDFMRVELPYFDLCVANIPYNISSPLTFKLLAHRPAFRAAVIMYQHEFAMRLVAKAGDNLYSRLAVNT
QLLARVSHLLKVGKNNFRPPPKVDSSVVRIEPRHPPPPVNFLEWDGLVRLCFSRKNKTLGAIFKQTNTLQALETNWRTYQALQGNAGAAAPPAAA
AGGIASLGAAAADDDAMEDDAMDGDDDNDDAMTVDGGAGGGGGGGRGGRRAGGKVSPEFKELVMKVLEDNGLDTNRSSKMSQEEFLQLLALFNAA
GIHFA

>VOLCA
MPEKGKNKDGLRVAGGIQKKTNRKEGNTGVSGLEFHKSKGQHILKNPLVVQAIVDKAGVKSTDVVLEIGPGTGNLTVKLLEKAKKVIAIELDPRM
VLELQRRVQGTAYANNLQIIHGDFMRVELPYFDLCVANIPYNISSPLTFKLLAHRPAFRAAVIMYQHEFAMRLVAKPGDQLYSRLAVNTQLLARV
SHLLKVGKNNFRPPPKVDSSVVRIEPRHPPPPVNFLEWDGLVRLCFSRKNKTLGAIFRQTNALQALEANYRTYQALQGAGGGVAGAGGASGGGGG
IQSLGGAADDDAMDHDGDDEMGDDEMGDDDAMTVDGGPSARGKNGGGRKGGGRVSPEFKELVMKVLTDNGLDTNRSSKMTQEEFLQLLALFNEAG
IHFA

>CHLVA
MAHALSARGRGAARCHPPLVLACPAGIEFHKSKGQHILKNPLVVQSIVDKAGIKSTDVVLEIGPGTGNLTMKLLERAKKVIAVELDPRMVLELTR
RVQGTPYQNQLQIIHGDVMKVQLPYFDICVANIPYQISSPLTFKLLAHRPCFRAAVIMYQHEFAMRLVAKPGDPAYSRLAVNTQLLARVNHLLKV
GRNNFRPPPKVDSSVVRIEPRNPAPPVNLLEWDGLVRLCFGRKNKTLGAIFRQGNTLALLEQNYAVAQALHRAADGGEVDLVAAVVEVLSGSGFL
ERRSAKMTQDDFLQLLAVFNTAGIHFA

>0STLU
MRGTARDGGGGGAGLRVAGGAVRKKSHGGAEDRSAYQGIQFLKSFGQHILKNPAIVNAIVDKAGVKSTDVVLEIGPGTGNLTTKLLDACKKVIAV
EFDPRMVLELRRRVQSDPAQNSRLEIIQGDFLKVDLPYFDVCVANVPYQISSPLIFKLLAHRPMFRSATLMFQREFAMRLVAPPGDALYCRLSVN
TQLLARTQHILKVGKNNFRPPPKVDSSVVRIEPRHPQIPVNFKEWDGLVRFCFGRKNKTLGGIFRTKNVLELLTNNFRTYKALQVVPDKKQLIED
VLATDGFGEMRSSKMSQDDFLRLLAVFNSKGIHFA

>0STTA
MGKFGRPGDGGGGGGLRVAGGGVVKRGKGGDDRSAYQGIQFLKSFGQHILKNPAIVTAIIDKAGVKSTDVVLEIGPGTGNLTTKLLDACKKVVAV
EFDPRMVLELRRRVQGDPVWNSKLEIIQGDFLKVDLPYFDVCVANVPYQISSPLIFKLLAHRPMFRSATLMFQREFAMRLVAPPGDSLYCRLSVN
TQLLARTQHILKVGKNNFRPPPKVDSSVVRLEPRHPQIPVNFKEWDGLVRFCFGRKNKTLGGIFRTKNVLELLTNNYRTYKALKVVPDKKAAKAA
AAASMDVDVSEASSQEVVKQLIEDVLATDGFGEMRSSKMSQDDFLRLLATFNSKGIHFA

>MICCC
MGSRGPRVLDAGIRVAGGIAKKHSLASSAGQKKNATHGGIQFLKSYGQHILKNPMIVNSIVEKGGVKSTDVVLEIGPGTGNLTMRLLETAKKVIA
IEFDPRMVLELQRRVQGTPHQQNLTIISGDFLKVDLPYFDVCVANVPYQISSPLVFKLLSHRPMFRAATLMFQREFAMRLCVQPGDPLYCRLSVN
TQLLARTTHLLKVGKNNFRPPPKVDSSVVRIEPRPISTIPCNFKEWDGLVRLCFGRKNKTLGGIFRTKTVLELLETNYKTYKALQLHDPSTPEGV
RKLVEEVLATNGHENMRASKMSQDDFLVLLATFNEKGIHFA

>KLEFL
MAGGKAPRKASSRTPHQFTGIEFQKSKGQHILKNPLVVQSIVQKAGIKSTDVVLEIGPGTGNLTVKLLEAAKKVIAVELDPRMVLELQRRMQGTS
YADHLQIIQGDILKTQLPYFDVCVANIPYQISSPIVFKLLSHRPLFRCAVIMFQREFAMRLLAKPGESLYCRLSVNTQLLSRVDHLLKVGKNNFR
PPPKVDSSVVRIEPRNPLPPVNLKEWDGLVRLCFSRKNKTLGAIFRQKNVLLLLENNYKTYQALQAVSEPSAGQTADVNMLADDAEEGDDAIDTG
TAAMDTDVPEDDLVLKGKEGLAKVKELALQVLKANDFEDKRSSKLQQDDFLRLLAVFNEQGIHFA

>PHYPA
MSLCLPTASSYSGKGLVRFLYQSLRGSLSQISHFHQRSGDSSNISKGIDERWDDTAMAGGKAVKGKPAPQRFQGIQFQKSKGQHILKNPLLVQSI
VQKAGLKSTDIVLEIGPGTGNLTMKLLEVCKKVVAVELDPRMVLEVTRRVQGTPYANKLQVIQGDILKTELPYFDVCVANVPYQISSPITFKLLS
HRPLFRCAVIMFQKEFAQRLVAQPGDSLFCRLSVNTQLLARVFHLLKVGKNNFRPPPKVDSSVVRIEPRNPLPPINFKEWDGLIRLCFNRKNKTL
GSIFRQKAVLALIEKNYKTFQALQEAGGSEARVPAVDPSILGDLGEDQSMEVDVNADGDGMEIEEEDGAQQGNTFFKEKCLGVLAEGGYEDKRSS
KLTQDDFLRLLALFNKAGVHFT

>MARPO
MKLLEVAKKVIAVELDPRMVLEVTRRVQGTPYQTHLQVIHGDVLKTELPYFDVCVANIPYQISSPLTFKLLSHRPVFRCAVIMYQREFAMRLVAK
TGDPLFCRLSVNTQLLARVDHLLKVGKNNFRPPPKIDSSVVRIEPRNPLPAIDFKEWDGLIRLCFNRKNKTLGSIFRQKAVCALMEKNFKTHQAL
QGSLDNQADADLVMQLGDVTNDTSMDLDSGDFDTMDEDMDGSTIPSTFKDKGLAVLKEHDYEDKRSSKLTQEDFLKLLAVFNKAGFHFS
>0RYBR
MAGGKIQKKRQGGGGGGRLQGGIPFEKSKGQHILRNPALVDSIVDKAGLKPTDTVLEIGPGTGNLTKRLLQAGVKAVVAVELDPRMVLELNRRFQ



GDPLSSRLKIIQGDVLKCDLPYFDICVANIPYQISSPLTFKLLSHRPIFRCAVIMFQREFAMRLVAQPGDSLYCRLSVNVQLLSRVSHLLKVGRN
NFRPPPKVDSSVVRIEPRKPLPPVSFKEWDGLVRLCFNRKNKTLGAMFKQKRVLELLEKNYKTMQSLQLTSGAETAEEKMSADDVALLSNMVDDL
NLETGYENDDDDDDEMEMDDADMAAESRASFKEKITGILQQGDFAEKRASKLSQVDFLYLLSLFNKAGIHFS

>0RYGL
MAGGKIQKKRHGGGAGGGGGGGARLQGGIPFEKSKGQHILRNPALVDSIVEKAGLKPTDTVLEIGPGTGNLTKRLLQAGVKAVVAVELDPRMVLE
LNRRFQGDPLASRLKVIQGDVLKCDLPYFDICVANIPYQISSPLTFKLLSHRPIFRCAVIMFQREFAMRLVAQPGDSLYCRLSVNVQLLSRVSHL
LKVGRNNFRPPPKVDSSVVRIEPRKPLPPVSFKEWDGLVRLCFNRKNKTLGAIFKQKRVLELLEKNYKTMQSLQLTSDAEKGEEKMSPDDVALLS
SMVDDMNMESGYENDDDDEMEMDDADMVAESRACFKEKIMGILQQGDFAEKRSSKLSQVDFLYLLSLFNKAGIHFS

>0RYNI
MAGGKIQKKRHGGGAGGGGGGGGGGARLQGGIPFEKSKGQHILRNPALVDSIVEKAGLKPTDTVLEIGPGTGNLTKRLLQAGVKAVVAVELDPRM
VLELNRRFQGDPLASRLKVIQGDVLKCDLPYFDICVANIPYQISSPLTFKLLSHRPIFRCAVIMFQREFAMRLVAQPGDSLYCRLSVNVQLLSRV
SHLLKVGRNNFRPPPKVDSSVVRIEPRKPLPPVSFKEWDGLVRLCFNRKNKTLGAIFKQKRVLELLEKNYKTMQSLQLTSDAEKGEEKMSPDDVA
LLSSMVDDMNMESSYENDDDDEMEMDDADMVVESRACFKEKIMGILQQGDFAEKRASKLSQVDFLYLLSLFNKAGIHFS

>0RYPU
MAGGKIQKKRHGGGGGGGGGGGGGGARLQGGIPFEKSKGQHILRNPALVDSIVEKAGLKPTDTVLEIGPGTGNLTKRLLQAGVKAVVAVELDPRM
VLELNRRFQGDPLASRLKVIQGDVLKCDLPYFDICVANIPYQISSPLTFKLLSHRPIFRCAVIMFQREFAMRLVAQPGDSLYCRLSVNVQLLSRV
SHLLKVGRNNFRPPPKVDSSVVRIEPRKPLPPVSFKEWDGLVRLCFNRKNKTLGAIFKQKRVLELLEKNYKTMQSLQLTSDADKGEEKMSPDDVA
LLSSMVDDMNLEIGYENDDDDEMEMDDADMVAESRACFKEKIMGILQQGDFAEKRASKLSQVDFLYLLSLFNKAGIHFS

>0RYRU
MAGGKIQKKRHGGGAGGGGGGGGGGARLQGGIPFEKSKGQHILRNPALVDSIVEKAGLKPTDTVLEIGPGTGNLTKRLLQAGVKAVVAVELDPRM
VLELNRRFQGDPLASRLKVIQGDVLKCDLPYFDICVANIPYQISSPLTFKLLSHRPIFRCAVIMFQREFAMRLVAQPGDSLYCRLSVNVQLLSRV
SHLLKVGRNNFRPPPKVDSSVVRIEPRKPLPPVSFKEWDGLVRLCFNRKNKTLGAIFKQKRVLELLEKNYKTMQSLQLTSDAEKGEEKMSPDDVA
LLSSMVDDMNMESGYENDDDDEMEMDDADMVVESRACFKEKIMGILQQGDFAEKRASKLSQVDFLYLLSLFNKAGIHFS

>0RYSI
MAGGKIQKKRHGGGAGGGGGGGGGGARLQGGIPFEKSKGQHILRNPALVDSIVEKAGLKPTDTVLEIGPGTGNLTKRLLQAGVKAVVAVELDPRM
VLELNRRFQGDPLASRLKVIQGDVLKCDLPYFDICVANIPYQISSPLTFKLLSHRPIFRCAVIMFQREFAMRLVAQPGDSLYCRLSVNVQLLSRV
SHLLKVGRNNFRPPPKVDSSVVRIEPRKPLPPVSFKEWDGLVRLCFNRKNKTLGAIFKQKRVLELLEKNYKTMQSLQLTSDAEKGEEKMSPDDVA
LLSSMVDDMNMESSYENDDDDEMEMDDADMVVESRACFKEKIMGILQQGDFAEKRASKLSQVDFLYLLSLFNKAGIHFS

>0RYSJ
MAGGKIQKKRHGGGAGGGGGGGGGGARLQGGIPFEKSKGQHILRNPALVDSIVEKAGLKPTDTVLEIGPGTGNLTKRLLQAGVKAVVAVELDPRM
VLELNRRFQGDPLASRLKVIQGDVLKCDLPYFDICVANIPYQISSPLTFKLLSHRPIFRCAVIMFQREFAMRLVAQPGDSLYCRLSVNVQLLSRV
SHLLKVGRNNFRPPPKVDSSVVRIEPRKPLPPVSFKEWDGLVRLCFNRKNKTLGAIFKQKRVLELLEKNYKTMQSLQLTSDAEKGEEKMSPDDVA
LLSSMVDDMNMESSYENDDDDEMEMDDADMVVESRACFKEKIMGILQQGDFAEKRASKLSQVDFLYLLSLFNKAGIHFS

>BRADI
MAGGKIQKKRQGGGGGARLQGGIPFEKSKGQHILKNPALVDSITIAKAGLKPTDTVLEIGPGTGNLTKRLLEAGVKAVVAVELDPRMVLELSRRFQ
GHPLSSRLKVIQGDVLKCDLPYFDICVANIPYQISSPLTFKLLSHRPIFRCAVIMFQREFAMRLVAQPGDTLYCRLSVNVQLLSRVSHLLKVGRN
NFRPPPKVDSSVVRIEPRKPLPPVSFKEWDGLVRVCFNRKNKTLGAIFKQKRVLELLEKNYKTMQSLQLAQDSEMGEEKMSPGDVAVLANMVEDL
SMETCDEKEDDEMEMDDADMVGDDRASFKEKIMGILQQGDFAEKRSSKLSQVDFLYLLSLFNKAGVHFS

>HORVV
MAGGKIQKKRHGGGGGGGGARLQGGIPFEKSKGQHILRNPALVDSIIAKAGLKPTDTVLEIGPGTGNLTKRLLEAGVKAVVAVELDPRMVLELSR
RFQGHPLSSRLKVIQGDVLKCDLPYFDICVANIPYQISSPLTFKLLSHRPMFRCAVIMFQREFAMRLVAQPGDTLYCRLSVNVQLLSRVSHLLKV
GRNNFRPPPKVDSSVVRIEPRKPLPPVSFKEWDGLVRICFNRKNKTLGSLFKQKRVLELLEKNYKTMQSLQLAQESEMGEEKMSPDDVAVLANMV
EDLSMETSDEREDDEMEMDDANAADGRASFKEKIMGILQQGDFAEKRSSKLSQVDFLYLLSLFNKAGIHFS

>WHEAT
MAGGKIQKKRHGGGGGGGGARLQGGIPFEKSKGQHILRNPALVDSIIAKAGLKPTDTVLEIGPGTGNLTKRLLESGVKAVVAVELDPRMVLELSR
RFQGHPLSSRLKVIQGDVLKCDLPYFDICVANIPYQISSPLTFKLLSHRPIFRCAVIMFQREFAMRLVAQPGDTLYCRLSVNVQLLSRVSHLLKV
GRNNFRPPPKVDSSVVRIEPRKPLPPVSFKEWDGLVRICFNRKNKTLGSLFKQKRVLELLEKNYKTMQSLQLAQESEMGEEKMSPDDVAVLANMV
EDLSVETNDEKEDDDMEMDDADAADGRASFKEKIMGILQQGDFAEKRSSKLSQVDFLYLLSLFNKAGIHFS

>TRIUA
MAGGKIQKKRHGGGGGGGGARLQGGIPFEKSKGQHILRNPALVDSIIAKAGLKPTDTVLEIGPGTGNLTKRLLESGVKAVVAVELDPRMVLELSR
RFQGHPLSSRLKVIQGDVLKCDLPYFDICVANIPYQISSPLTFKLLSHRPIFRCAVIMFQREFAMRLVAQPGDTLYCRLSVNVQLLSRVSHLLKV
GRNNFRPPPKVDSSVVRIEPRKPLPPVSFKEWDGLVRICFNRKNKTLGSLFKQKRVLELLEKNYKTMQSLQLAQESEMGEEKMSPDDVAVLANMV
EDLSVETNDEKEDDDMEMDDADAADGRASFKEKIMGILQQGDFAEKRSSKLSQVDFLYLLSLFNKAGIHFS

>SORBI
MAGGKIQKKRHGAAGGAGGGGARLQGGIPFEKSKGQHILKNPALVDSIVAKAGLKPTDTVLEIGPGTGNLTKRLLEAGVKAVVAVELDPRMVLEL
NRRFQGHPLSSRLKVIQGDVLKCDLPYFDICVANIPYQISSPLTFKLLSHRPIFRCAVIMFQREFAMRLVAQPGDTLYCRLSVNVQLLSRVSHLL
KVGKNNFRPPPKVDSSVVRIEPRKPLPPVSFKEWDGLVRICFNRKNRTLGSLFKTKRVLELLEKNYKTMQSLQLTRDADMGEQKMSADDVALLAN
MVEDLNMETGDEKEDDEMEMDDADMAGDGAASFKEKIMGILQQGDFAEKRGSKLSQVDFLYLLSLFNKAGIHFS

>MAIZE
MAGGKIQKKRHGAAGGARLQGGIPFEKSKGQHILRNPALVDSIVAKAGLKPTDTVLEIGPGTGNLTKRLLEAGVKAVVAVELDPRMVLELNRRFQ
GHPLSSRLKVIQGDVLKCDLPYFDICVANIPYQISSPLTFKLLSHRPIFRCAVIMFQREFAMRLVAQPGDSLYCRLSVNVQLLSRVSHLLKVGRN
NFRPPPKVDSSVVRIEPRKPLPPVSFKEWDGLVRICFNRKNKTLGSLFKQKRVLELLEKNYKTMQSLQTVQDAEMGEEKMSADDVALLANMVEDM
SMETGYDKEDDEMEMDDADMAGDGAASFKEKIMGILQQGDFAEKRGSKLSQVDFLYLLSLFNKAGIHFS

>SETIT
MAGGKIQKKRHGAAGGAGGGGGRLQGGIPFEKSKGQHILRNPALVDSIVAKAGLKPTDTVLEIGPGTGNLTKRLLEAGVKAVVAVELDPRMVLEL
NRRFQGHPLSSRLKVIQGDVLKCDLPYFDICVANIPYQISSPLTFKLLSHRPIFRCAVIMFQREFAMRLVAQPGDSLYCRLSVNVQLLSRVSHLL
KVGRNNFRPPPKVDSSVVRIEPRKPLPPVSFKEWDGLVRICFNRKNKTLGSIFKQKRVLELLEKNYKTMQSLQLTQDAEMGEEKMSADDVALLAN
MVEDLSMETGDEKEDDEMEMDDADMVGGGAASFKEKIMGILQQGDFAEKRGSKLSQVDFLYLLSLFNKAGIHFS

>MUSAC
MAGGKIEKKRHQQAPQQQRWGGGVPFEKSKGQHILKNPKLVETIVQKSGIKPTDVVLEIGPGTGNLTKKLLEVAKSVVAVELDPRMVLELNRRFQ
GTPHSSRLKVIQGDVLKCELPYFDICVANIPYQISSPLTFKLLAHHPAFRCAVIMFQREFAMRLVANPGDNLYCRLSVNTQLLARVSHLLKVGRN
NFRPPPKVDSSVVRIEPRRPLPPVSFKEWDGLMRLCFNRKNKTLGSIFRQKSVLSLLEKNYKTLQALQLTRKEQMEEDKVSSEDGSSFKDKVLGV
LRQGDFAEKRAAKLTQVDFLCLLSLFNKEGIHFS

>MUSAM
MAGGKIEKKRHQQAPQQQRWGGGVPFEKSKGQHILKNPKLVETIVQKSGIKPTDVVLEIGPGTGNLTKKLLEVAKSVVAVELDPRMVLELNRRFQ
GTPHSSRLKVIQGDVLKCELPYFDICVANIPYQISSPLTFKLLAHHPAFRCAVIMFQREFAMRLVANPGDNLYCRLSVNTQLLARVSHLLKVGRN



NFRPPPKVDSSVVRIEPRRPLPPVSFKEWDGLMRLCFNRKNKTLGSIFRQKSVLSLLEKNYKTLQALQLTRKEQMEEDKVSSEDGSSFKDKVLGYV
LRQGDFAEKRAAKLTQVDFLCLLSLFNKEGIHFS

>CHEQI
MAGGKIRKEKQKGSNHFQGGIPFHKSKGQHILKNPMLVESIVQKAGIKPTDVILEIGPGTGNLTKKLLEAGKKVVAVELDPRMVLELKRRFQGTP
LSTRLEVIQGDVLKCELPFFDICVANIPYQISSPLVFKLLDINQRQNFRCAIIMFQREFAMRLVAQPGDKLYCRLSVNTQLLARVFHLLKVGKNN
FRPPPKVDSSVVRIEPRKPLPIPAGKLKEWNGLLSLCFSRKNKTLGSIFGQKKVLEMLEKNYRTIESLGQLTNDSEAIDMSVLADEKDDQVDEDE
TMEVDDGKADEDEMDVKGSDADSDNDMQANDPNFKAKVIDVLKRYDYADKRSSKLTQNEFIHLLSVFNQAGIHFTSKK

>NICAT
MAGGKMRRDKPHRGASAGGGGGSNPHFQGGISFHKSKGQHILKNPLLVDSIVQKAGIKSTDVILEIGPGTGNLTKKLLEAGKSVIAVEVDPRMVL
ELQRRFQGTPLSNRLKVIQGDVLKCDLPYFDICVANIPYQISSPLTFKLLAHRPLFRAAVIMFQREFAMRLVAQPGDTLYCRLSVNTQLLARVSH
LLKVGKNNFRPPPKVDSSVVRIEPRKPLAPVNFKEWDGLVRICFNRKNKTIGSIFRQKSVLSLLEKNYRTLQALQLAENVPSEDVEMALDVSALG
ETFGDLSMDADDEKDDDEMEVDDGDAKRSEFKEKVLAVLKEGKYEDKRSSKLAQADFMHLLSLFNKAGIHFS

>SOLLC
MAGGKMKKDKPQRGSSSAASNPHFQGGISFHKSKGQHILKNPLLVDSIVQKSGIKSTDVILEIGPGTGNLTKKLLEAGKSVIAVELDPRMVLELQ
RRFQGTPLSNRLKVIQGDVLKCDLPYFDICVANIPYQISSPLTFKLLAHRPLFRAAVIMFQREFAMRLVAQPGDTLYCRLSVNTQLLARVSHLLK
VGKNNFRPPPKVDSSVVRIEPRGPLTPVNFKEWDGLVRICFNRKNKTIGSIFRQKSVLNILEKNYRTLQALQFSEKAPSNDMEMALDVSTLGESF
GDLSMDADDGNDDDDIEMDDGDTKRAEFKERVLAVLKEGNFEEKRSSKLAQADFMHLLSLFNKAGIHFS

>SOLTU
MAGGKMRKDKPQRGSSSAASNPHFQGGISFHKSKGQHILKNPLLYDSIVQKSGIKSTDVILEIGPGTGNLTKKLLEAGKSVIAVELDPRMVLELQ
RRFQGTPLSNRLKVIQGDVLKCDLPYFDICVANIPYQISSPLTFKLLAHRPLFRAAVIMFQREFAMRLVAQPGDTLYCRLSVNTQLLARVSHLLK
VGKNNFRPPPKVDSSVVRIEPRGPLTPVNFKEWDGLVRICFNRKNKTIGSIFRQKSVLNILEKNYRTLQALQFSEKAPSDDMEMALDVSTLGESF
GDLSMDADDGNDDDDIEMDDGDTKRAEFKEKVLAVLKEGNFEEKRSSKLAQADFMHLLSLFNKAGIHFS

>CUCSA
MAGGKIRKEKPKAAAKAATPYQGGISFHKSKGQHILKNPLLVDSIVQKSGIKSTDVILEIGPGTGNLTKKLLECGKMVIAVELDPRMVLELQRRF
QDTPYSSRLKVIQGDVLKTELPYFDICVANIPYQISSPLTFKLLNHQPAFRCAIIMFQREFAMRLVAQPGDKLYCRLTVNTQLLARVSHLLKVGK
NNFRPPPKVDSSVVRIEPRKPRIEVKQKEWDGFLRICFNRKNKTLGSIFRQKSVLSLLEKNYKTLCSLNILQQGSGGNDDSALDYSNEDQSMEVD
EDGDEEEMDMEDGDAEEGEASEFKGKVMGVLKEGDFEEKRSSKLTLQEFLYLLSLFNKAGIHFS

>LUPAN
MAGGKIKKEKGKTQQHTPYQGGISFHKSKGQHILKNPLLVDTIVQKSGIKSTDVVLEIGPGTGNLTKKLLEAGKKVIAVEIDPRMVLELQRRFQG
TPYSNRLTVIQGDVLKTELPYFDICVANIPYQISSPLTFKLLGHQPAFRCAIIMFQREFAMRLVAQPGDKLYCRLTVNTQLHARIFHLLKVGKNN
FRPPPKVDSSVVRIEPRKPRIDVNQKEWDGFLRICFNRKNKTLGAIFRQKNVISLLEKNYKTVQALKLSQEGPLKETETKMDLSSLGDCMDDESM
EMEGGTDDDDYEMEVEDDEAKEVQSEFKGKVLGVLKEADFEEKRSSKLSLQEFLYLLSLFNKAGIHFC

>L0TJA
MAGGKMKKEKGKSQQSTPYQGGISFHKSKGQHILKNPLLVDAIVQKSGIKSTDVILEIGPGTGNLTKKLLEAGKKVIAVEIDPRMVLELQRRFQG
TPYSSRLTVIQGDVLRTELPYFDICVANIPYQISSPLTFKLLSHQPAFRCAIIMFQREFAMRLVAQPGDKLYCRLTVNTQLHARIFHLLKVGRNN
FRPPPKVDSSVVRIEPRKPRIEVKQKEWDGFLRICFNRKNKTLGSIFRQKNVISLLEKNYKTVQALKLSQEGPLEETDTKVDFSSFGDDQGMDVD
DDGMDDDEMEVEDGGIDEVQSEFKDKVLSVLKEGDFEEKRSSKLSLQEFLYLLSLFNKAGIHFS

>SO0YBN
MAGGKVKKEKGKPHQQQKHMPYQGGISFHKSKGQHILKNPLLVDSIVEKAGVKSTDVILEIGPGTGNLTKKLLEAGKKVIAIEIDPRMVLELQRR
FQGTPHSNRLTVIQGDVLKTELPYFDICVANIPYQISSPLTFKLLKHEPAFRAAIIMFQREFAMRLVAQPGDKLYCRLTVNTQLHARVFHLLKVG
RNNFRPPPKVDSSVVRIEPRKPRIEVKQKEWDGFLRICFNRKNKTLGSIFRQKSVISLLEKNYRTVRALELGQEDSLKEVDAKMDFSSFGDDQGM
EMDDDGADDDEMEVEDGEADEVQSEFKDKVLGVLKEGDFEEKRSSKLTLQEFLYLLSLFNKAGIHFS

>MEDTR
MAGGKIRKEKGKPSSQHTPYQGGISFHKSKGQHILKNPLLVDTIVQKSGIKTTDVVLEIGPGTGNLTKKLLEAGKKVIAVEIDPRMVLELNKRFQ
GTPSSRLTVIQGDVLKTELPYFDICVANIPYQISSPLTFKLLKHQPAFRCAIIMFQREFAMRLVAQPGDKLYCRLTVNTQLHARISHLLKVGRNN
FRPPPKVDSSVVRIEPKKPRHEVNQKEWDGFLRICFNRKNKTLGAIFRQKNVISMLEKNYKTVQALKLSQEGLLKEADTKVDFSNFADFVDDQGM
EMDDDGVDDNDEDEMDVEDGGPSEFKDKVLGVLKEGDYEEKRSSKLTLLEFIYLLSLFNKSGIHFT

>MANES
MAGGKIKKEKQKSVRAPSNHYQGGISFHKSKGQHILKNPLLVDTIVQKSGIKSTDVILEIGPGTGNLTKKLLEAGKMVIAVELDPRMVLELQRRF
QGTPLSNRLKVIQGDVLKTDLPYFDICVANIPYQISSPLTFKLLNHQPSFRCAIIMFQREFAMRLVAQPGDTLYCRLSVNTQLYSRVFHLLKVGK
NNFRPPPKVDSSVVRIEPRKPRPQVNPKEWDGFIRICFIRKNKTLGSIFRMKNVLSLLEKNYKTLQALQPSEDADAEMDISGLGDCKEDQSMDLD
DGTDDEMEMEDGDADAEVSEFKEKVLSVLKEKNFYEKRSSKLSQEEFLYLLSRFNMAGIHFS

>POPTR
MAGGKIRKEKPSSRGAPSSNHYQGGISFHKSKGQHILKNPLLVDSIVQKSGIKSTDVVLEIGPGTGNLTKKLLEAGKMVVAIELDPRMVLELQRR
FQGTAFSNRLKVIQGDVLKTDLPYFDICVANIPYQISSPLTFKLLNHQPSFRCAIIMFQREFAMRLVAQPGDTLYCRLSVNTQLYARVSHLLKVG
KNNFRPPPKVDSSVVRIEPRKPRPQVNPKEWDGFIRICFIRKNKTLGSIFRIKNVLSMLEKNYKTLQALQQLQNGSSGSTNAEMDILGLGDSKED
HSMDMDDGTDDEMEVEDGDADGEASEFKQKVLAVLKERDYSEKRSSKLSQEEFLHLLSQFNMAGIHFS

>PRUPE
MAGGKTKKEKARPAGHTPYQGGISFHKSKGQHILKNPLLVDSIVQKSGIKSTDVILEIGPGTGNLTKKLLEVGKRVIAVEIDARMVLELQRRFQG
TPHSNRLQVIQGDVLKTELPYFDICVANIPYQISSPLTFKLLKHQPAFRCAIIMFQREFAMRLVAQPGDKLYCRLTVNTQLLSRVSHLLKVGRNN
FRPPPKVDSSVVRIEPRKPPFEVNQKEWDGFLRICFNRKNKTLGSIFRQKSVINLLEKNYKTLQALNLAPAQQGALEDTNDVMDFSDEDIEMDDD
GVDDGMEVEDGNAEGEVSEFKKKVLSVLKKAGFEGERSSKLKLQQFLDLLSEFNKDGIHFS

>ARAAL
MAGGKIKKEKPKAPSNHYQGGISFHKSKGQHILKNPLLVDSIVQKAGIKTTDVILEIGPGTGNLTKKLLEAGKEVIAIELDSRMVLELQRRFQGT
PFSNRLKVIQGDVLKTELPRFDICVANIPYQISSPLTFKLLFHQSSFRCAVIMYQREFAMRLVAQPGDNLYCRLSVNTQLYARVSHLLKVGKNNF
RPPPKVDSSVVRIEPRKPQPQVNKKEWDGFLRVCFIRKNKTLGSIFKQKSVLVMLEKNFKTLQAVLASIQNDGSNGEAAAMDLGDHSMGLEDDDN
EMDDDDMEMDEGEGGEVSEFKEKVMNVLKEGGFEEKRSSKLSQQEFLYLLSLFNKSGIHFS

>BRARP
MAGGKIRKEKAKAPSNHYQGGISFHKSKGQHILKNPPLVDSIVQKAGIKSTDVILEIGPGTGNLTKKLLEAGKEVIAVELDSRMVLALQRRFQGT
PYSNRLKVIQGDVLKTELPRFDICVANIPYQISSPLTFKLLFHPTSFRCAVIMYQREFAMRLVAQPGDNLYCRLSVNTQLYARVSHLLKVGKNNF
RPPPKVDSSVVRIEPRKPQPQVNKKEWDGFLRVCFIRKNKTLGSIFRQKSVLLMLEKNFKTLQAVLASLNGSTGEAAGMDLGDQSMGMEDDDNEM
DDDGDVEMDEGQGGEFKEKVMNVLKEGGFEEKRSSKLSQQDFLYLLSLFNKSGIHFS

>BRANA
MAGGKIRKEKAKAPSNHYQGGISFHKSKGQHILKNPLLVDSIVQKAGIKSTDVILEIGPGTGNLTKKLLEAGKEVIAVELDSRMVLELQRRFQGT
PYSNRLKVIQGDVLKTELPRFDICVANIPYQISSPLTFKLLFHPTSFRCAVIMYQREFAMRLVAQPGDNLYCRLSVNTQLYARVSHLLKVGKNNF
RPPPKVDSSVVRIEPRKPQPQVNKKEWDGFLRVCFIRKNKTLGSIFRQKSVLLMLEKNFKTLQAVLASLNGSTGEAAGMDLGDQSMGMEDDDNEM



DDDGDVEMDEGQGGEFKEKVMNVLKEGGFEEKRSSKLSQQDFLYLLSLFNKSGIHFS

>BRAOL
MAGGKIKKEKPKAPSNHDQGGISFHKSKGQHILKNPLLVDSIVQKAGIKSTDVILEIGPGTGNLTKKLLEAGKEVIAVELDSRMVLELQRRFQGT
PYSNRLKISSPLTFKLLFHPTSFRCAVIMYQREFAMRLVAQPGDNLYCRLSVNTQLYARVSHLLKVGKNNFRPPPKVDSSVVRIEPRKPQPQVNK
KEWDGFLRVCFIRKNKTLGSIFRQKSVLLMLEKNFKTLQAVLASLNGSTGEAAGMDLDDQSMGMEDDDNEMDDDDDVEMDEGQGEEFKEKVMNVL
KEGGFEEKRSSKLSQQEFLYLLSLFNKSGIHFS

>ARALY
MAGGKMRKEKPKASNRAPSNHYQGGISFHKSKGQHILKNPLLVDSIVQKAGIKSTDVILEIGPGTGNLTKKLLEAGKEVIAVELDSRMVLELQRR
FQGTPYSNRLKVIQGDVLKTELPRFDICVANIPYQISSPLTFKLLFHPTSFRCAVIMYQREFAMRLVAQPGDNLYCRLSVNTQLYARVSHLLKVG
KNNFRPPPKVDSSVVRIEPRRPGPQVNKKEWDGFLRVCFIRKNKTLGSIFKQKSVLSMLEKNYKTLQAVLASLQNNGDAALNTSMDLGDQSMGME
DDDNEMDDDDMEMDDGEGDGGETSEFKEKVMNVLKEGGFEEKRSSKLSQQEFLYLLSLFNKSGIHFT

>ARATH
MAGGKIRKEKPKASNRAPSNHYQGGISFHKSKGQHILKNPLLVDSIVQKAGIKSTDVILEIGPGTGNLTKKLLEAGKEVIAVELDSRMVLELQRR
FQGTPFSNRLKVIQGDVLKTELPRFDICVANIPYQISSPLTFKLLFHPTSFRCAVIMYQREFAMRLVAQPGDNLYCRLSVNTQLYARVSHLLKVG
KNNFRPPPKVDSSVVRIEPRRPGPQVNKKEWDGFLRVCFIRKNKTLGSIFKQKSVLSMLEKNFKTLQAVLASLQNNGEPALNTTSMDLGDQSMGM
EDDDNEMDDDDMEMDEGEGDGGETSEFKEKVMNVLKEGGFEEKRSSKLSQQEFLYLLSLFNKSGIHFT

>THECC
MAGGKIKKEKQKGQRAPSNHYQGGVTFHKSKGQHILKNPLLVDSIVQKAGIKSTDVILEIGPGTGNLTKKLLEAGKMVIAVELDPRMVLELQRRF
QGTPFSSRLTVIQGDVLKTDLPYFDICVANIPYQISSPLTFKLLFHQPAFRCAVIMFQREFAMRLVAQPGDNLYCRLSVNTQFYARVSHLLKVGK
NNFRPPPKVDSSVVRIEPRKPRPEVNHKEWDGFIRICFIRKNKTLGSIFKQKNVLALLEKNYKTLQALQGSRNVSLGGIDDMDVARLGNQSMELD
DGMDDEMDVECDEAEGEVSEFKNKVLSVLKEGNFEEQRASKLSQESFLTLLSMFNKAGIHFS

>GOSHI
MAGGKMKKDKQKGPRAPSNHYQGGVTFHKSKGQHILKNPLLVDAIVQKAGIKPTDTILEIGPGTGNLTKKLLEAGKMVIAVELDPRMVLELQRRF
QGTRFSSRLKVIQGDVLKTDLPYFDICVANIPYQISSPLTFKLLFHQPAFRCAIIMFQREFAMRLVAQPGDNLYCRLSVNTQFYARVSHLLKVGK
NNFRPPPKVDSSVVRIEPRKPRPEVNHKEWDGFIRICFIRKNKTLGSIFKQKNVLSLLEKNYKTLQALQGSQNVSLSGNDDMEIARLGNESMEMD
DGMDDDMDMECDEAEGEGEVSEFKNKVISVLKEGKFEEQRASKLSQESFLTLLSMFNKAGIHFS

>GOSRA
MAGGKMKKDKQKGPRAPSNHYQGGVTFHKSKGQHILKNPLLVDAIVQKAGIKPTDTILEIGPGTGNLTKKLLEAGKMVIAVELDPRMVLELQRRF
QGTPFSNRLKVIQGDVLKTDLPYFDICVANIPYQISSPLTFKLLFHQPAFRCAIIMFQREFAMRLVAQPGDNLYCRLSVNTQFYARVSHLLKVGK
NNFRPPPKVDSSVVRIEPRKPRPEVNHKEWDGFIRICFIRKNKTLGSIFKQKNVLSLLEKNYKTLQALQGPQNVSLSGNDDMEIARLGDESMEMD
DGMDDDMDMECNEAEGEGEVSEFKNKVISVLKEGKFEEQRASKLSQESFLTLLSMFNMAGIHFS

>VITVI
MAGGKMKKEKPSHGASASKHYQGGVTFHKSKGQHILKNPLLVDSIVEKSGIKSTDVILEIGPGTGNLTKKLLEAGKSVIAVEVDPRMVLELQRRF
QGTPLSNRLKVIQGDVLRCDLPYFDICVANIPYQISSPLTFKLLAHRPVFRCAVIMFQREFAMRLVAQPGDNLYCRLSVDSSVVRIEPRKPLPPV
NFKEWDGLVRLCFNRKNKTLGSIFRQKSVLSLLEKNYKTVQALQLSGGEASDFKEKVLNILKQGNFEDKRSSKLTQVDFLYLLSLFNKDGIHFS
>AMBTC
MAGGKMQKKRPSMAEKYHAGTGIQFHKSKGQHILKNPLIVDRIVEKAGIKNTDVVLEVGPGTGNLTKKLLDVCKNVVAVEMDPRMVLELQRRFQG
TGPSDRLKVIQGDVLKCELPYFDVCVANIPYQISSPLTFKLLSHRPMFRSATIMFQREFAMRLVAKPGDSLYCRLSVNTQLLARVSHLLKVGKNN
FRPPPKVDSSVVRIEPRKPLPPVSFKEWDGLIRLCFSRKNKTLGSIFRQKSILSLLEKNFKTVQSLQEGMADVSIGDAAVLGDTSGDLSLEIDEA
MRDDDDMEVEGDDMEAEASTFKDKVLGILREGDFEAKRSSKLTQVDFLYLLSLFNRAGIHFS



